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KONGREYE DAVET

Degerli Meslektaslarimiz,

Uluslar arasi Adli Biyoloji ve Genetik Kongremiz 27 — 28 Kasim 2014 tarihleri arasinda Ankara Universitesi
Tip Fakiltesi’nde yapilacaktr.

Bu yil ilk kez diizenlenecek olan 1. Uluslararasi Adli Biyoloji ve Genetik Kongresi, Adli Bilimlerde Genetik
Analizler, Adli Bilimler ve iletisim ve Adli Biyolojide Yeni Yaklasimlar gibi bir cok konu basliginin yer aldig
ve bu alanda ¢ok biiyiik gereksinim duyulan, Adli Biyoloji ve Genetik konusunda calisan Ogretim Uyesi
ve elemanlari, Arastirma Gérevlisi ve Lisansiistii Ogrencilerimiz ile Adli Tip Kurumu, Polis ve Jandarma
Kriminal- Biyoloji ihtisas Daireleri ¢alisanlarinin bir araya getiren en énemli etkinligimiz olacaktr.

Adli Biyoloji ve Genetik alanindaki glincel konularin baslik olarak yer aldigi panellerden olusan ve bir ilki
gerceklestirilecek olan bu kongrede, Adli Genetik ¢alismalarimizda hangi yontemi kullanmaliyim diyen
arastirmacilara kisa bir hatirlatma yapilmasi ve yeni bilgilerin glincellenmesi ve sirekli degisen bilimsel
gelismeler ile ayni slratle ilerleyen teknik yenilikleri birlikte degerlendirmek amaciyla yurtdisindan/
yurticinden yabanci ve Tiirk Bilim insanlarinin konusmaci olarak katilacagi bir siire¢ olusturulmasi
planlanmistir.

Ankara Universitesi Tip Fakdiltesi, Adli Tip Kurumu, Adli Bilimciler Dernegi, EGM Kriminal Dairesi tarafindan
diizenlenen 1. Adli Biyoloji ve Genetik Kongresi’ne davet etmekten onur duyar, sizlerin katilimi ve destegi
ile 27-28 Kasim 2014 tarihlerinde Ankara’da iyi bir kongre gecirmek dilegiyle saygi ve selamlarimizi sunariz.

Prof. Dr. Asuman Sunguroglu Prof. Dr. Ashihan Avci Prof. Dr. Hamit Hanci
Kongre Bagkani Kongre Baskani Kongre Bagkani

http://forensicbiologycongress.com/
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Living up to Life ewca

MICROSYSTEMS

Perfection of
Dissection

Laser Microdissection Systems —
Leica LMD6500 and LMD7000

o Laser movement via optics — fast and precise cuts
e Specimen collection by gravity —

contact- and contamination free
o Adapt the laser to the specimen —

for thick, thin, hard, and soft tissues




Living up to Life eLca

MICROSYSTEMS

Lazer mikrodiseksiyon(LMD) mikroskop tabanli bir
teknik olup tamoér, ézellesmis hiicre gruplari, tek
hiicre, hiicre organelleri gibi homojen baslangi¢
materyalleri ile,gdmultl, dondurulmus veya taze
hicre kesitleri ile canli hiicre kulttrlerinin DNA,
RNA, protein ve metabolitlerin analizinde veya canli
hucrelerin yeniden kulturinde izolasyonu igin lazer
kullanmaktadir..

Leica LMD sistemi:

* Lazer isik yolunun optikler araciligiyla hizli ve
hassas kesim

* Hassas 6rnek toplama iglemini yercekimi
araciligiyla temas ve kontaminasyon olmaksizin,
sekil ve boyuttan bagimsiz olarak toplama

* Kalin, ince, yumusak ve sert 6rneklerde kesim
kesimi saglayan ayarlanabilir lazer sistemi

* Dogrudan kullanilan, kullanici dostu, kolay ve
etkin Yazilim ile operasyon ve LMD uygulamalari
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Bilimsel Program

8.20- 9.0

9.00_ 9'30
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ACILIS
Saygi Durusu ve istiklal Marsi

Acilis Konusmalari
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Prof. Dr. Erkan iBi$ Ankara Universitesi Rektérii
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Mizik Dinletisi

ACILIS KONFERANSI: Prof. Dr. Om Prakash JASUJA (Punjabi Universitesi, Hindistan), Adli Bilimlerde
Poroskopik incelemeler

KAHVE ARASI

1. OTURUM: ADLI BiLIMLERDE GENETiK ANALIZLER

Oturum Baskani Prof. Dr. Hamit HANCI (Ankara Universitesi Adli Bilimler Enstitii Miidiirti)

Prof. Dr. Faruk ASICIOGLU (istanbul Adli Tip Kurumu, ABGEDER Baskani)

Prof. Dr. Mehmet TOKDEMIR (Firat Uni. Tip Fak. Adli Tip Anabilim Dali Baskani Adli Tip Uzmani)
Olay Yerinden Laboratuar Tetkikine Adli Genetik incelemelerde Yasanan Sorunlar: 8 Yillik Deneyim
Dog. Dr. Kadir DEMIRCAN (Turgut Ozal Universitesi Tip Fakiiltesi Tibbi Biyoloji ABD): DNA
Fenotiplendirme

Yrd. Dog. Dr. Aydin RUSTEMOGLU (Gaziosmanpasa Universitesi Tip Fakiiltesi Tibbi Biyoloji ABD):
Genom Organizasyonu ve STR Analizleri

Ali BAYKAL (Kriminal Polis Labaratuvar Biyoloji Sube Miidiirt): Milli DNA Bankasi Veri Bankasi
Kurulma Calismalari ve Uygulama Alanlari

Uzm. Dr. Bilgin KUTUKGU (Ankara Adli Tip Kurumu): mtDNA ve Adli Genetik

OGLE YEMEGI
POSTER TARTISMASI

2. OTURUM: ADLI BiYOLOJIDE YENi YAKLASIMLAR |

Oturum Baskani: Dog. Dr. Bora OZDEMIR (Adli Tip Kurumu Ankara Grup Baskani)

Uzm. Dr. Gmer MUSLUMANOGLU (Adli Tip Kurumu lstanbul Biyoloji ihtisas Daire Baskani): Adli Tip
Kurumu Biyoloji ihtisas Daire Uygulamalari, 17.025 Standardizasyonun Onemi

Dog. Dr. Arsev Umur AYDINOGLU (NASA / ODTU): Adli Bilimlere Multidisipliner Yaklasim

Dog. Dr. Ayse Begiim TEKINAY (Bilkent Universitesi/ UNAM): Adli Bilimlerde Nanoteknolojik
Uygulamalar

ibrahim SEMIiZOGLU (Tiirkiye Tibbi ilag ve Eczacilik Kurumu): Adli DNA Analizinde Yeni Yaklasimlar

KAHVE ARASI
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3. OTURUM ADLI BiYOLOJIDE YENI YAKLASIMLAR II

Prof. Dr. Nesrin COBANOGLU (Gazi Universitesi Tip Fakiiltesi, Tip Etigi ve Tip Tarihi Anabilim Dali
Baskani): Adli Tip ve Biyoetik

Prof. Dr. Ayla SEViM EROL (Ankara Universitesi DTCF Antropoloji Béliimii Baskani): iskeletlerde
Biyolojik Yas Belirlenmesinde Karsilasilan Sorunlar

Dog. Dr. Osman SERT (Hacettepe Universitesi Fen Fakiiltesi Biyoloji Béliimii): Adli Entomoloji
Yrd. Dog. Dr. Cahit DOGAN (Hacettepe Universitesi Fen Fakaiiltesi Biyoloji Béliimii): Adli Palinoloji
Dog. Dr. Yesim DOGAN (Ankara Universitesi, Biyoteknoloji Enstitiisii): Antik DNA

Emniyet Genel MiddrlGgu Kriminal Polis Laboratuvari Gosteri

http://forensicbiologycongress.com/
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4. OTURUM: ADLI BiYOLOJIDE KiMLIKLENDIRME

Oturum Baskani: Prof. Dr. (E) Alb. Yavuz Sinan AYDINTUG (Giilhane Askeri Tip Akademisi A§iz Dis Cene Hastaliklari

9.9
9.20-10.%

10.9-10.%

103°-10.%

Cerrahisi Ana Bilim Dali)

Dr. George POLYMERIS (Ankara Universitesi Niikleer Bilimler Enstitiisii): Adli Dozimetri
Uygulamalari

Haldun ZULKADIROGLU (Jandarma Kriminal Laboratuari Biyoloji Subesi) :Biyolojik Bulgularin
Muhafaza Kosullarinin Adli Genetik Calismalara Etkisi

Fatih KOLAY?, Murat MERT, Neslihan ALPAY ARA,Sultan PEHLIVAN, Zeliha KAYAALTI, (.EGM
Emniyet Miidiirii- Kocaeli): Mukayeseye Elverisli Olmayan Parmak izinden DNA incelemesi

KAHVE ARASI

Oturum Bagkani: Prof. Dr. Aslihan AVCI (Ankara Universitesi Adli Bilimler Enstitii Mdr. Yrd.)

10.%-11.%

11.5-11.%

11.4-12.%

Cemal GURKAN (Laboratuvar Yéneticisi ve Bilim Danismani, Kibris Tiirk DNA Laboratuvari): Kuzey
Kibris Tiirk Cumhuriyeti’nde Adli Genetik Calismalari

Cem Mehmet GETIN (EGM Kriminal Polis Labaratuvar Baskan Yrd): Soma Maden Faciasi ve
Kimliklendirme Calismalari

SOZEL BILDIRILER

Oturum Bagkani: Dog Dr. Nergis CANTURK (Ankara Universitesi Adli Bilimler Enstitiisii Kriminalistik AD Baskani)

12.%-13.%

OGLE YEMEGI

5. OTURUM: ADLI BILIMLERDE ILETiSIM

Oturum Bagkani: Prof. Dr. Sevil ATASOY (Uskiidar Universitesi Rektér Yardimcisi)

13.0- 14,9
14.%-15.%

15.%

Dr. Suzie ALLARD (Tennesse Universitesi — ABD) : Bilimsel iletisim ve Data incelemeleri — Video
Konferans

Prof. Dr. Sevil ATASOY (Uskiidar Universitesi Rektér Yardimcisi): Adli Bilimciler ve Medya ile
iletisim

Odiil Téreni & Kapanis
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ACILIS KONFERANSI

Prof. Dr. Om Prakash JASUJA
(Punjabi Universitesi, Hindistan)

Adli Bilimlerde Poroskopik incelemeler
Poroscopy, a little studied aspect of personal identification has been undertaken in
the present work. Rolled and plain finger prints of one hundred individuals along
with their palm prints were obtained to study shape, size, position, inter-spac-

ing and number per unit area of pores etc. These findings were compared with

the findings obtained from the latent prints of same number of individuals to see
the practical feasibility of the poroscopy in personal identification. It is found that
though the study of pores due to their microscopic nature is somewhat difficult as compared to the study
of ridge characteristics, but the results achieved in the present study indicate that identification with the
help of poroscopy is as reliable and accurate as ridge characteristics and can be compared with the results

obtained through the study of ridge characteristics.

http://forensicbiologycongress.com/




Ali BAYKAL

(Kriminal Polis Labaratuvar Biyoloji Sube Miidiir(i)
Milli DNA Bankasi Veri Bankasi

Kurulma Calismalari ve Uygulama Alanlari

Uluslararasi literattirde DNA Veri Bankasinin tanimi; kimligi bilinen sahislar ile olay yeri bulgularindan elde
edilen hukuka uygun DNA profillerini 6rnekleri iceren, DNA profilleri (izerinde tarama yapilmasina izin
veren ve farkli kurumlar arasinda paylasima imkan taniyan veri tabani, olarak yapiimaktadir.

Bir DNA Veri bankasinin INTERPOL standartlarinda kabul edilebilmesi icin, DNA veri bankalarinin tlke
genelinde tek catialtinda toplanmis olmalari, kisisel verilerin korunmasinailiskin diizenlemelerin bulunmasi
ve DNA veri bankalarindaki profillerin talep edilmesi halinde diger Ulkelerle paylasilabilir nitelikte olmasi
gereklidir.

DNA veri bankalarinin etkinligi icin 6nemli bir kriterde kurumlar arasinda profil degisimlerinin
yapilabilmesidir.

DNA veri bankalarinin tek bir cati altinda toplanmasi ve sistematik bir sekilde veri paylasimi yapilabilesiigin
Kisisel Verilerin Korunmasi Kanunu ile DNA Verileri ve Milli DNA Veri bankasi Kanununun tamamlanarak
yuriarluge girmesi gerekmektedir.

http://forensicbiologycongress.com/




Dog. Dr. Arsev Umur AYDINOGLU
(NASA / 0DTU)
Adli Bilimlere Multidisipliner Yaklasim

"

In order to address complex problems, forensic science has become more cross-disciplinary than ever.
The domain utilizes methods, techniques, and knowledge from many disciplines including anthropology,
botany, biology, genetics, odontology, and others. The cross-disciplinary nature of the domain creates
many challenges that forensic scientists have to deal with. This talk presents the main challenges in cross-
disciplinary fields (such as lack of common language, lack of institutional support, too much literature to
keep up with, and lack of educational opportunities) and provides examples to overcome some of the

challenges.

http://forensicbiologycongress.com/




Yrd. Dog. Dr. Aydin RUSTEMOGLU

(Gaziosmanpasa Universitesi Tip Fakiiltesi Tibbi Biyoloji ABD)

Genom Organizasyonu ve STR Analizleri

insan genomu, insan hiicresinin sahip oldugu toplam DNA igerigi
olarak tanimlanir. Bu genom gercekte iki farkli genomdan olusmak-
tadir: kompleks yapidaki ¢ekirdek genomu ve basit mitokondri ge-
nomu. insan cekirdek genomu 24 farkli kromozom icine dagilmis
yaklasik 3200 Mb DNA’dan olugsmustur. Bugenomun yaklasik %37.5'i
fonksiyonel isleve sahiptir. insan genomunun en az %50’si kodlan-
mayan tekrar bolgelerinden olusmustur. Kodlanmayan DNA’nin
incelenmesi sonucu buralarda dizi uzunluklari bakimindan kisiler
arasinda farkhhk gosteren tekrar bolgelerinin oldugu bulunmustur.
Tekrar bolgeleri ayni popuilasyonun bireyleri arasinda bile yliksek
diizeyde degiskenlik gostermektedir. Bu tekrar dizilerinin bir ¢esidi
olan, minisatellitler veya degisken sayida ardisik tekrarlar (Variable
Number of Tandem Repeats- VNTRs) olarak isimlendirilen ve 10-
60 bg uzunlugunda tekrar birimlerinden olusan bolgeler ilk kes adli
kimliklendirmede ve babalik tayinlerinde DNA belirteci olarak kul-
lanilmiglardir. Daha sonra ise, mikrosatellit olarak bilinen, gorece
daha kolay olgllebilen ve farkh kisiler arasinda karsilastirilabilen
Ozel tekrar bolgeleri kullanilmaya baslanmistir.

Mikrosatellitler, 2-7 bg¢ uzunlugunda tekrar birimlerine sahip DNA
bolgeleri olup, ayni zamanda Kisa Ardisik Tekrarlar (Short Tan-
dem Repeats- STRs) veya Basit Dizi Tekrarlari (Simple Sequence
Repeats- SSRs) olarak da isimlendirilirler. STR’ler tekrar paternine
gore farkl kategorilere ayrilirlar. Basit tekrarlar benzer uzunluga ve
diziye sahip bir bloga sahipken, bilesik tekrarlar iki veya daha fazla
basit tekrar blogu, kompleks tekrarlar ise farkli uzunlukta ve farkli
dizilere sahip birkag tekrar blogu icerirler. Belirte¢ olarak kullanilan
STR bolgelerindeki tekrar sayilari kisiler arasinda yiksek dizeyde
degiskenlik gosterdigi icin, kimliklendirmede bu STR’ler etkili rol
oynarlar. Bunun yani sira, STR’ler gérece kisa PCR riin boylari ned-
eniyle (yaklasik 100-500 b¢) su¢ mahallindeki bozulmus az miktarda
DNA'dan da calisilabilmektedirler.

insan genomunda binlerce STR belirtecleri olmasina ragmen, sa-
dece kiglk lokus setleri adli DNA ve insan kimliklendirme testleri
icin secilmistir. Devletler, Universiteler ve 6zel laboratuvarlar insan
kimliklendirme testlerinin fakl formlarini kullanarak diinya gene-
linde milyonlarca STR profilleri olusturmuslardir. Son zamanlarda
Avrupa Standart Set (European Standard Set- ESS) STR bolgeleri
ABD’nin kullandigi Kombine DNA indeks Sisitemi (Combined DNA
Index System- CODIS) ¢ekirdek lokuslarina eklenmis ve gesitli STR
kitleri gelistirilmistir. CODIS STR sistemi 13 STR bolgesi (D351358,
VWA, FGA, D8S1179, D21S11, D18S51, D5S818, D13S317, D7S820,
D16S539, THO1, TPOX, CSF1PO) ve Amelogenin gen bolgesinden
olusmaktadir.

insan kimliklendirme testlerinde yaygin olarak kullanilan otozom-
al STR bolgelerine ilaveten Y kromozomuna spesifik STR bolgeler-
inin de popdularitesi artmaktadir. Y kromozomuna spesifik STR be-
lirtegleri cogu cinsel saldiri durumlarinda oldugu gibi erkek-kadin
DNA karisimlarinda, bazi babalik testi senaryolarinda, tarihi arastir-
malarda ve genetik soyagaclarin olusturulmasinda erkek DNA’sinin
arastirilmasi icin ¢ok kullanighdir. Clinkli Y kromozomu genellikle
babadan ogula degismeden aktariimaktadir.

STR bolgeleri adli tipta 6nemli rol oynamaktadir. Cesitli adli birim-
ler tarafindan kullanish DNA veri bankalari olusturulmus olup,
glinimuzde ¢ok sayida adli olay belirlenen STR profilleri araciligi ile
¢ozlilmektedir. Bu bolgeler insan kimliklendirme testlerinde hayati
rol oynamaktadir ve muhtemelen de bu roliini devam ettirecektir.

The human genome is describing the total DNA content in human
cells. It really comprises two genomes: a complex nuclear genome,
and a simple mitochondrial genome. The human nuclear genome
is made up of about 3200 Mb of DNA, split into 24 chromosomes.
About 37.5% of the genome has a function that is understood.
Repeated sequences that do not code for proteins (“junk DNA”)
make up at least 50% of the human genome. Investigation into
these noncoding regions reveals repeated units of DNA that vary
in length among individuals. These regions are extremely variable
even amongst individuals of the same population. One of the types
these repetitive sequences, known as minisatellites or Variable
Number Tandem Repeat (VNTR) and consist of 10-60 bp repeat
units, were firstly used DNA markers for forensic identification and
paternity testing. Then, the other particular type of repeat, known
as microsatellites, is relatively easily measured and compared be-
tween different individuals, was initiated used for forensic cases.
Microsatellites is a specific DNA regions which has 2-7 bp repeating
sequences in length, also known as Short Tandem Repeats (STRs)
or Simple Sequence Repeats (SSRs). STRs are often divided into
several categories based on the repeat pattern. Simple repeats
contain units of identical length and sequence, compound repeats
comprise two or more adjacent simple repeats, and complex re-
peats may contain several repeat blocks of variable unit length as
well as variable intervening sequences. The number of repeats in
STR markers can be highly variable among individuals, which make
these STRs effective for human identification purposes. In addition,
the relatively short PCR product sizes of approximately 100-500 bp
generated with STR testing are generally compatible with degraded
and low amount DNA that may be present due to environmental in-
sults on the evidentiary biological material found at a crime scene.
Although the human genome contains thousands of STR markers,
only a small set of loci have been selected for use in forensic DNA
and human identity testing. Millions of STR profiles are generat-
ed worldwide each year by government, university, and private
laboratories performing various forms of human identity testing.
The European Standard Set (ESS) of STR loci added to U.S. core loci
used for the Combined DNA Index System (CODIS) are among the
most recent STR kits were developed. CODIS STR system have 13
STR loci (D3S1358, VWA, FGA, D851179, D21S11, D18S51, D5S818,
D13S317, D75820, D16S539, THO1, TPOX, CSF1PO), plus Amelo-
genin (AMEL) to determine sex.

Recently, in addition of autosomal STR loci that are widely used
for human identity testing, Y chromosome STR loci are growing in
popularity. Y chromosome STR markers can be useful for investiga-
tion of male DNA portion in a male—female DNA mixture such as is
common in sexual assault cases, some paternity testing scenarios,
historical investigations, and genetic genealogy, because of the fact
that most of the Y chromosome is passed from father to son with-
out changes.

STR loci have played critical role in forensic medicine. Powerful
DNA databases are being constructed by various Forensic Units,
and numerous forensic cases solved today through generating STR
profiles. These loci have played, and likely continue to play a vital
role in human identity testing.

http://forensicbiologycongress.com/




(Ankara Universitesi DTCF Antropoloji Béliimii Baskani)
Iskeletlerde Biyolojik Yas Belirlenmesinde Karsilasilan Sorunlar

ISKELETLER BiYOLOJIK YAS BELIRLENMESINDE KARSILASILAN
SORUNLAR

Ulkemizde sikhikla insan iskeleti buluntulariyla
karsilasiimaktadir. Bu buluntular antik donemlerde yasamis
insanlara ait olabilecegi gibi, bir olay sonucu oéldiralmus bir
insanin iskeleti de olabilmektedir. Antropologlar tarafindan
incelenen bu iskeletlerin en énemli asamasi bireyin yas ve
cinsiyetinin belirlenmesi olusturmaktadir.

iskeletlerin biyolojik yaslari: Dislerin gelisimi, kemiklerin
blylmesi, kemik uclarinda bulunan epifizlerin kaynasmasi,
kafa iskeletini olusturan kemiklerin birlesme cizgilerinin
kaynasmasi, costa ve clavicula kemiklerindeki degisim,
symphsis pubis degisimi ve uzun kemiklerin siingerimsi ve
kompakt doku azalmasina bagli olarak olusan degisimler
incelenerek tahmin edilmektedir.  iskelet buluntusu biitiin
oldugu durumlarda bireyin yasi daha glvenilir tahmin edilirken,
iskelete ait buluntular azaldik¢a yas tahmini glvenilirlik siniri
da genislemektedir.

iskelet buluntularinin yaslarinin tahmin edilmesinde, genellikle
Avrupa ve Amerika halklari Gzerinde gelistirilmis olan biyolojik
yas belirleme metotlari kullanilmaktadir. Halbuki Cevre ve
beslenme kosullari ile kalitsal 6zellikler insan gelisimlerinde
etkili olabilmektedir. Dolayisiyla biyolojik yas kriterleri her
toplumun kendi 6zellikleri dikkate alinarak belirlendiginde,
iskeletbuluntularindadahagivenilirsonuglaraulasilabilecektir.
Sonuc olarak; iskeletlerin biyolojik yaslari, her topluma
0zgl gelistirilen metotlar uygulanarak belirlendiginde daha
dogru sonuclara ulasilabilecektir. Bu mumkin degilse, diger
toplumlara gore gelistirilen metotlar, iskelet buluntularinin
niteligine goére secilerek uygulanmalidir.  iskeletin biitiin
parcalarinin  mevcut oldugu durumlarda, yas belirleme
metotlarinin hepsi dikkate alinmalidir.

Prof. Dr. Ayla SEViM EROL

PROBLEMS ON BIOLOGICAL AGE DETERMINATION OF HUMAN
SKELETAL

In our country, human skeletal foundings are frequently
observed. As this foundings can be belong to ancient
times human populations, they can be belong to a human
skeletal who can be victim of homicide. The most important
stage of the examination of this foundings are age and sex
determination.

Skeletal biological ages determinations are making depend
on: Teeth growth, bone growth, epiphyseal that are placed on
bone ends synostosis, skull base connection lines synostosis,
changing on costa and clavicula bones, symphsis pubis
changing and long bones changing depend on spongy and
compact tissue losing. In the case of the full human skeletal
can be found, confidence level of the determination of age
of individual is getting higher; on the other hand number
of skeletals part founding decrease, determination of age
confidence interval getting larger.

Determination of human skeletals age; usually biological age
determination methods which are reformed on European
and American populations are used. However, environment,
diets and also genetic features are effected on human growth.
According to that when human remains are examined by their
population features, more confidential results are obtained.
Most frequent problems on determination of skeletal age is
collection of the human remains making not in correct way.
Another problem is determination of skeletals age cannot
be performed according to its own population. If skeletal
foundings age determination performed by their own
population, more credible results can be obtained. If this is
not possible, methods which are formed according to other
populations choose according to founding features. When
full skeletal found, all age determination methods should be
considered.
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Uzm. Dr. Bilgin KUTUKCU
(Ankara Adli Tip Kurumu)
mtDNA ve Adli Genetik

Adli Tipta mtDNA Uygulamalari

Kemik, dis gibi eski veya degrade numunelerde ya da sag
gibi cekirdek DNA miktarinin ¢ok az oldugu numunelerde
mitokondriyel DNA (mtDNA) kurtarici olabilmektedir. Bir hi-
crede cekirdek DNA’sI iki kopya bulunurken mtDNA 100-1000
kopya bulunabilmektedir. Mitokondrinin dairesel olmasi ve
cift membrana sahip olmasi cevresel etkenlere karsi daha
dayanikli olmasini saglar. Bu nedenle c¢ekirdek DNA’sindan
STR sonucu alinamayan 6rneklerde, ylksek kopya sayisindan
dolayr mtDNA tek kaynak olabilir.

MtDNA, cift zincirli ve 16569 bp uzunlugundadir. mtDNA'nin
kodlayan bolgesi, oksidatif fosforilasyon veya enerji Ureti-
minde kullanilan 37 gen kodlar. mtDNA'nin “D-loop” ya da
“kontrol bolgesi” adi verilen 1122 bp uzunlugunda kodlama
yapmayan bolgesi vardir ve adli genetikte bu bolge calisilr.
Adli genetik calismalarda kontrol bélgesinde bulunan HV1 ve
HV2 adi verilen iki degisken bolge, Sanger sekanslama yon-
temiyle dizilenir.

MtDNA, cekirdek DNA’sina gore yaklasik 10 kat daha fazla
mutasyon oranina sahiptir. mtDNA maternal yolla kalitihr ve
rekombinasyona ugramaz. Dolayisiyla ayrim giicii otozomal
STR’ler kadar iyi degildir.

MtDNA’da bazen heteroplazmi denilen bir kiside birden fazla
mtDNA tipinin bulunmasi durumu gorilebilmektedir. Anal-
izde dikkatli olunmalidir. Sekans ve uzunluk heteroplazmisi
olmak Uzere iki tip heteroplazmi vardir. Uzunluk heteropla-
zmileri sikhkla HV1 16184-16193 ve HV2 303-310 baz ciftleri
arasindaki poli-C (C-strech) bélgelerinde olmaktadir.
Degerlendirme asamasinda elde ettigimiz mtDNA dizisi ile
referans dizi olarak kabul edilen revize Cambridge Referans
Sekansi (rCRS) karsilastirilir. Referans diziye gore nikleotid
farkhihklari rapor edilir. Karsilastirdigimiz iki 6rnek arasinda en
az iki nukleotid farkliligi var ise bu iki 6rnegin ayni kaynaga
ait olmadigi séylenebilir. iki 6rnek arasinda dizi farklihg yoksa
bu 6rneklerin ayni kaynaga ait olduklari ya da ayni maternal
soydan olduklari diustnalir. MtDNA calismanin STR analizine
gore dezavantajlari arasinda; zaman alici ve masrafli olmasi,
ayrim gicinin az olmasi ve ulusal veri tabaninin olmamasi
sayilabilir.

Forensic applications of mitochondrial DNA

Council of Forensic Medicine, Ankara

Old or degraded DNA samples often fail to produce results
with nuclear DNA typing systems. Getting information from
damaged DNA is sometimes possible with mitochondrial
DNA (mtDNA). While there are two copies of DNA found in
the nucleus of a cell, mtDNA can be found 100 to 1000 copies
per cell. The circular structure and double membrane of mi-
tochondria makes it more resistant to environmental factors.
Therefore, in cases where the amount of extracted DNA is
too low (such as bone, teeth and hair), mtDNA may be the
only source due to the high copy number.

MtDNA has double helix and 16569 base pairs (bp) in length.
Most of the mtDNA regions code for 37 gene products used
in the oxidative phosphorylation process or cellular energy
production. There is also a 1122-bp ‘control’ region (also
known as D-loop) that does not code for any gene products
and is therefore referred to as the ‘noncoding’ region. Most
of the focus in forensic DNA studies to date has involved two
hypervariable regions within the control region referred to
as HV1 and HV2. The HV1 region commonly used in forensic
labs spans positions 16024 to 16365 (342 bp), while HV2 cov-
ers positions 73 to 340 (268 bp). Thus, use of both HV1 and
HV2 provides examination of 610 bp of mtDNA sequence.
We sequence hypervariable regions and examine sequence
differences.

Heteroplasmy, the presence of more than one mtDNA type in
an individual, is an important issue in sequence analysis. Two
types of heteroplasmy - sequence and length heteroplasmy
- have been reported. Length heteroplasmies often occur
around the C-streches in HV1 at positions 16184 to 16193
and HV2 at positions 303 to 310.

During the evaluation process, mtDNA profile is compared
with revised Cambridge Reference Sequence (rCRS). Nucle-
otide differences compared to the reference sequence are
reported. If there are two or more nucleotide differences be-
tween the questioned and known samples, the samples can
be excluded as originating from the same person or maternal
lineage. If there are no differences between the samples, the
samples can not be excluded as originating from the same
person or maternal lineage.

MtDNA has much higher mutation rate (about 5-10 times)
compared to the nuclear DNA. mtDNA is maternally inherited
and doesn’t undergo recombination. Therefore, the power of
discrimination is not as good as autosomal STRs. MtDNA pro-
file may be anyone in family who shares a maternal relative.
Lower power of discrimination, lack of national database,
be time-consuming and expensive are disadvantages of the
mtDNA study. Butler noted that “While a nuclear DNA test
is usually more valuable, a mtDNA result is better than no
result at all”.
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) Yrd. Dog. Dr. Cahit DOGAN
(Hacettepe Universitesi Fen Fakiiltesi Biyoloji B6liimi)
Adli Palinoloji

Adli vakalarda, polen, spor ve palinomorflarin kullanilarak olaylarin nerede ve ne zaman meydana geldigini aciklamaya calisan
bir bilim dahdir.

Bu incelemeler; uyusturucu, duvar, dam, tel o6rgiler, bal, diger yiyecekler, saman, hali, mobilya désemeleri, mide, barsak,
kadavra (solunum vyollari, saglar, el, ayak tirnaklari, deri), el aletleri (¢atal, kasik, kiirek, tirmik, capa vs.), elbise, kiirk, ayakkabi,
tasitlar veya toprakla temas halinde olan herhangi bir nesne Uzerinde yapiimaktadir.

Sug ve suglularla yapilan miicadelede, sorusturmanin en 6nemli ve teknik kismini olay yeri inceleme ¢alismalari olusturmaktadir.
Bu calismalardaki basari, adalet sistemini dogrudan olumlu olarak etkilemektedir.

Olay yerinden elde edilen deliller olayin ¢6ziilmesinde ve hukuk sisteminin dogru islemesinde oldukc¢a 6nemlidir.

GUniUmiuzde olayin ¢6zimini ¢ok yonli olarak desteklemesi icin olay yerinden ¢ok sayida ve farkli tipte deliller toplanmaktadir.
Palinolojinin adli olaylarda ilk kez kullanimi 1950’li yillara dayanmaktadir. Bu yillarda suglularin palinolojik delilleri yok edebilecegi
disunulerek medyadan uzun siire saklanmistir (Bryant and Mildenhall, 2001).

Daha sonra yapilan ¢alismalarda, palinolojik delillerin yliksek sicakhklara (+ 400 2C), bilinen en kuvvetli asitlere, mantar ve
bakteri faaliyetlerine karsi son derece dayanikh oldugu belirlenmistir. Ayrica, bu delillerin kolayca yok edilemeyecegi tespit
edilmistir. ilk defa 1959 yilinda isveg ve Avusturya’da gériilen iki farkli davada kullanilmis ve resmi kayitlara gegcmistir (Bryant
and Mildenhall, 2001).
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Cemal GURKAN

2006 yilinda kurulan DNA Laboratuvari faaliyetlerini su ana
kadar K.KT.C. Cumhurbaskanligi/Kayip Sahislar Komitesi
(K.S.K.) Kibrishi Tiirk Uye Ofisi g6zetiminde siirdiirmektedir.
Asli gorevi tim Kibris capinda Birlesmis Milletler
gozetiminde yulratilmekte olan K.S.K. Gomi Yerinden
Cikarma, Kimlik Tespiti ve Kayip Sahislarin Kalintilarinin
iadesi Projesi’ne Kibris Tiirk tarafi olarak bilimsel katkida
bulunmak olan DNA Laboratuvari, bu gorevinin yaninda
Ulkemizde adli genetik ve tibbi genetik alanlarinda da
oncl calismalar yapmaktadir. Bu yodnde ilk is olarak
DNA Laboratuvar’nda 1963-64 ve 1974 ddnemlerinde
kaybolmus Kibrish Turklerin yakinlarina ait 1,100’den fazla
DNA 6rnegini iceren bir DNA Bankasi olusturulmustur. K.S.K.
Projesi cercevesinde ilk asamada cesitli DNA profillendirme
islemlerinin gerceklestirilebilmesi icin GuUney Kibris'ta
bulunan Kibris Noroloji ve Genetik Enstitlisi Adli Genetik
Laboratuvarina’na transfer edilmekte olan bu 6rnekler,
2012 yihindan beri arttk tamamem Kuzey Kibris’ta bulunan
DNA Laboratuvari’nda analiz edilmektedirler. Su ana kadar
DNA Laboratuvar’nda 250 kadar Kibris Tirk kayip yakini
orneginin c¢esitli STR profillendirme islemleri basariyla
tamamlanip  kimliklendirmelerde  kullaniimak  lizere
rapor edilmistir. DNA Laboratuvari’'ndan rapor edilen ve
Kibrisli Turk kayip yakinlarina ait DNA profillerinin yakin
bir gecmise kadar Bosna Hersek’de bulunan Uluslararasi
Kayip Sahislar Komisyonu ve Eylul 2014’den bu yana da
A.B.D/de bulunan BODE Teknoloji laboratuvarlarinda
analiz edilmekte olan ve Kibris'ta gerceklestirilen kazilarda
cikarilmis  kemik/dis orneklerinden elde edilen DNA
profilleriyle karsilastiriimalarinin  sonucu olarak Kibrish
Turk kayiplarin kimliklendirilmeleri 40 hatta 50 yil sonra
mimkiin olmaktadir. DNA Laboratuvari’'nda ayrica hem
K.S.K. projesi cercevesinde hemen, hemde K.KT.C/de
ileride gerceklestirilecek diger adli genetik calismalarinda
istatistiksel degerlendirmelerde kullanilmak Gzere Kibrisli
Turk STR nifus verileride derlenmektedir. Bu yonde kayip
yakini olmayan ve aralarinda akrabalik iliskisi bulunmayan
500G askin gondlliden bilgilendirilmis onam cergevesinde
toplanan oérnekler Gzerine tamamen DNA Laboratuvari’nda
yapilan STR analizleri neticesinde Kibrish Tiirk Y-kromozomu
ve otozomal STR niifus veri setleri halihazirda derlenmis ve
her ikiside FSI Genetics’de yayinlanmaya layik bulunmustur
(http://dx.doi.org/10.1016/].fsigen.2014.01.003

ve

http://dx.doi.org/10.1016/].fsigen.2014.09.004).

DNA Laboratuvar’’nin misyonu su ana kadar uluslararasi
distan kalite temini glivencesiyle slrdirilmekte olan
calismalarin artirilarak ve uluslararasi baglantilari/taninirhg
glclendirerek Ulkemizde ihtiya¢ duyulan tim adli genetik
servislerini de kapsayacak bir sekilde devam ettirmektir.

(Laboratuvar Yéneticisi ve Bilim Danismani, Kibris Tiirk DNA Laboratuvari)
Kuzey Kibris Tiirk Cumhuriyeti’'nde Adli Genetik Calismalari

Founded in 2006, the Turkish Cypriot DNA Laboratory
(TCDL) has been operating under the T.R.N.C. Presidency/
Committee on Missing Persons in Cyprus (CMP) Turkish
Cypriot Member Office. With the main mission to make
scientific contributions to the United Nations led, island-
wide “Exhumation, Identification and Return of Remains of
Missing Persons Project”, TCDL also plays a pioneering role
in the establishment of forensic and medical genetic services
in North Cyprus. To this end, the first task was to set up of a
DNA bank comprised of 1,100+ samples from the relatives of
the Turkish Cypriot missing persons (MiP’s) from the 1963/64
and 1974 era. Within the context of the CMP project, while
these samples were initially transferred to the Laboratory
of Forensic Genetics of the Cyprus Institute of Forensic
Genetics located in South Cyprus for DNA profiling, since
2012, all Turkish Cypriot family reference samples (FRS’s)
are entirely analyzed at TCDL. Up until now, around 250 such
Turkish Cypriot FRS’s were successfully analyzed at TCDL
by various STR typing methods and corresponding profiles
reported for use in identifications. Through a comparison
of the TCDL-reported Turkish Cypriot FRS DNA profiles with
those obtained for the bone/tooth samples recoved from
excavations all over Cyprus and analyzed at the laboratories
of the International Commission on Missing Persons (ICMP)
in Bosnia and Herzegovina and more recently at the Bode
Technology in U.S.A., it has been possible to identify Turkish
Cypriot MiP’s after 40 or even 50 years. Furthermore, Turkish
Cypriot population data are also compiled at TCDL to be
immediately used for statistical evaluations of identifications
within the context of the CMP project, and also later on for
all other forensic genetic investigations in T.R.N.C. Through
such STR analyses entirely conducted at TCDL in over 500
samples collected with informed consent from unrelated
individuals who are also not MiP relatives, Turkish Cypriot
Y-chromosomal and autosomal STR population datasets have
already been compiled and published in FSI Genetics (http://
dx.doi.org/10.1016/j.fsigen.2014.01.003 ve http://dx.doi.
org/10.1016/j.fsigen.2014.09.004). TCDL mission is to increase
the number of services offered, which are so far provided
with international quality assurance, while strengthening
international recognition/collaborations so that all forensic
genetics service needs in North Cyprus can be met.
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(Hacettepe Universitesi Fen Fakiiltesi Biyoloji B6liimii)

Adli Entomoloji’de Pupa Déneminin Zaman Tahminindeki Roli

Cinayet veya slpheli 6lim olaylarinda 6lim sonrasi gegen
zamanin tahmin edilmesi, olaylarin aydinlatiimasindaki énemli
asamalardan biridir. Oliim sonrasi gecen zaman, 6liim ve cesedin
bulunmasi arasindaki zamandir (Adams ve Hall, 2003). Bu
sirecin baslangicinin, bdcegin yumurtalarini viicut Gzerine ilk
biraktigi zaman ile cakistigi dusunilmektedir (Gennard, 2007).
Pek c¢ok diger yontemle birlikte boceklerden yararlanilarak
O0lium zamaninin tespit edilmesi tim diinyada kabul géren ve
yaygin olarak kullanilan bir yontemdir.Boceklerin adli sistemde
kullanilmasi, cesedi kisa slirede tespit etmeleri, ¢clirimenin her
asamasinda bulunmalari, bazi tirlerin, belirli bir bolgeye ve
mevsime 6zgl olmasi ve 6limden dakikalar sonra gelip yumurta
birakarak biyolojik siirecibaslatmalarinedenlerine dayanmaktadir
(Carvalho ve ark., 2000). Bu sebeple adli sistemde, holometabol
baskalasim gosteren bazi bdceklerin yasam donguleri, ozellikle
diger yontemlerin kullaniminin yetersiz oldugu durumlarda, ¢ok
hassas bir sekilde 6lim sonrasi zamanin tahmin edilmesinde
kullaniimaktadir (Amendt ve ark., 2004). Bocekler 6liim olayinin
ardindan 5-10 dakika igerisinde cesede ulasmakta ve 6ngérulebilir
bir sekilde kolonize olmaktadirlar. Olim zamani tahmini
yapilirken bocegin 6zellikle larva evresi kullaniimaktadir(Adams,
2003). Larval donem morfolojik yapilarin disaridan tespit
edilebildigi bir evredir. Bu alanda ¢ok sayidaki arastirici birgok
tirdan larval dénemi ile ilgili ¢alismalar yapmistir (Voris, 1939;
Mandeville, 1988; Haskell, 1990; Tantawi ve Greenberg, 1993;
Carvalho ve ark., 2000; Greenberg ve Kunich, 2002; Grassberger
ve Reiter, 2002; Amendt ve ark., 2004; Anderson, 2005; Gennard,
2007; Byrd ve Castner, 2010; Goff, 2010). Bir diger gelisim evresi
olan Pupa dénemi ise olgunlasmamis gelisim siirecinin %50'sini
olusturmaktadir (Zehner ve ark, 2009). Bu nedenle pupa yasinin,
0lim sonrasi zamanin hesaplanmasinda 6nemli bir ara¢ olarak
kullanilabilecegi dusliniimekte ancak tim diinyada yapilan
arastirmalara bakildiginda pupa doénemi ile ilgili ¢alismalarin
(Agrel ve Lundquist, 1973; Finell ve Jarvilehto, 1983; Brown,
2012; Zajac ve Amendt, 2012; Richards ve ark., 2012)olduk¢a
sinirh sayida oldugu gorilmektedir. Pupa yasinin belirlenmesi,
ilk 10 saatten sonra pupariumdaki renk degisikliklerinin
kullanigh olmamasi ve pupanin uzunlugu, agirligi gibi morfolojik
farkhliklarinin disardan takip edilememesinden dolayi, larva
yasinin belirlenmesine kiyasla ¢ok daha zordur (Amendt, 2004).
Bocegin gelisimi siiresince, pupa evresindeki degisimin distan
gbzlenememesi ve yas belirlemede kullanilan diger yontemlerin
pahali ya da uzun sirmesinden dolayi olay yerinden toplanan
pupa kanitlari cogunlukla adli entomologlar icin kapali bir kutu
seklinde kalmaktadir (GrenbergandKunich, 2002). Bu sunumda
Lucilia sericata (Meigen, 1826) turtinln gesitli sicakliklarda pupal
donem gelisim evrelerinin belirlenmesi ve bu evrelerin siirelerin
tespit edildigi bir calisma hakkinda bilgi sunulacaktir.

Dog¢. Dr. Osman SERT

Adli Entomoloji r
o,

Role of the Pupae period of time estimation in Forensic
Entomology

In homicide or suspicious death cases, the process of post-
mortem time estimation is an important stage to enlightening
cases. The post-mortem period can be defined as the time
between the death and finding of the body (Adams and Hall,
2003). It is thought that the beginning time of this process
is coincides with the initial time of oviposition on the body
(Gennard, 2007). Determination of the time of death using
insects together with the use of many other methods has been
accepted as a common method worldwide. The use of insects
in the judicial system, is based on the reasons that finding of the
body in a short period by insects, they can be found in all stages
of decomposition, some species are specific to both season
and region and they lay eggs in minutes after death which
starts the biological process (Carvalho et.al., 2000). With this
reason in judicial system, the life cyle of some holometabolous
insects used to determine the time after death very precisely,
especially in situations where the use of other methods are
insufficient (Amendt et.al., 2014). Insects reach the body
after 5-10 minutes when the death occurs and they are being
colonised in a predictable manner. When estimating the time of
death, especially the larval stage of the insect is used (Adams,
2003). The morphological structure of larval period is a stage
that can be determined from outside. In this field, many
researchers have been studied on larval stages of many species
(Voris, 1939; Mandeville, 1988; Haskell, 1990; Tantawi and
Greenberg, 1993; Carvalho et.al., 2000; Greenberg and Kunich,
2002; Grassberger and Reiter, 2002; Amendt et.al., 2004;
Anderson, 2005; Gennard, 2007; Byrd and Castner, 2010; Goff,
2010). Pupal period is another stage of the development that
constitutes 50 % of the immature development (Zehner et.al.,
2009). Therefore, pupae age is considered to be used as an
important tool for the calculation of time after death however,
studies of pupal period are very limited in numbers according
to all research done in the world (Agrel and Lundquist, 1973;
Finell and Jarvilehto, 1983; Brown, 2012; Zajac and Amendt,
2012; Richards et.al., 2012). The determination of pupae age
is much harder than the determination of larval age when they
are compared because, colour change of puparium is not useful
after first 10 hours and the morphological differences such
as pupal length and weight are failed to follow from outside
(Amendt, 2004). During the development of the insect, because
of the fact that morphological

differentations in pupae stage could not be observed from
outside and the use of other approaches for age determination is
expensive and time consuming, the remains of pupae collected
from crime scene are like a black box for forensic entomologists
(Grenberg and Kunich, 2002). In this presentation, a study will
be presented about determination of the stages of the pupal
period and time of these stages of Lucilia sericata (Meigen,
1826) at various temperatures.
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(*(EGM Emniyet Miidliri- Kocaeli)

Mukayeseye Elverisli Olmayan Parmak izinden DNA incelemesi

)
OzZET

DNA ve parmak izi, adli kimlik tespitinde kullanin en énemli
incelemelerdendir. Adli bilimlerde olayin ¢éziimiine verdigi
katki nedeni ile her zaman tercih edilen deliller arasindadir.
Parmak izi, degismezlik, benzemezlik ve tasnif edilebilir
ozellikleri nedeni ile adli olaylarda tercih edilmektedir. Olay
yerinde diiz, puriizsiiz, 1slak olmayan zeminlerde, degisik
dalga boylarindaki isik kaynagi kullanilarak belirlenen iz ya
olay yerinde tozlama yapilarak ya da laboratuvara goturilerek
fiziksel, fiziko-kimyasal veya kimyasal yontemler kullanilarak
gelistiriimekte ve folyeye transfer edilerek karsilastiriimak
izere ilgili birime gonderilmektedir.

Tozlama ile elde edilen parmak izi, 6zelligi 12 noktadan
az oldugu zaman mukayeseye elverissiz sayllmaktadir.
Mukayeseye elverissiz olan bu tarz delillerde diger bir
alternatif ise DNA incelemesidir. DNA incelemelerinde
maliyetlerinin fazla ve analiz sliresinin uzun olmasi dezavantaj
gibi goriinse de yliksek glivenilirlige sahip olmasi ve kesinlik
ifade etmesi bakimindan uzun siredir mahkemelerde yasal
delil olarak kullaniimaktadir. Bu calismada olay yerinden
tozlama yapilarak elde edilmis fakat mukayeseye elverisli
olmayan parmak izleri Uzerinden adli DNA incelemesi
anlatilmaya galigilacaktir.

ANAHTAR: DNA, Parmak izi, Olay Yeri inceleme, delil, adli
kimliklendirme

ABSTRACT

DNA and fingerprint are significant observations in forensic
identification. These evidences are included among the
preferred evidences thanks to their distribution of the case
solution in the forensic science.

Fingerprint has been preferred because of the feature of its
uniformity, dissimilarity and classification. Print determined
in he flat, smooth and dry grounds by using the variable light
sources, is reformed either by being powdered or being taken
to the laboratory and by using the physical, physico-chemical
or chemical methods, sending to the relevant units in order
to be compared by transferring to folio.

Fingerprint collected by using method of powdering, has
been deemed to be inconvenient for comparison. One of the
other alternative methods used in the case of inconvenience
for comparison is DNA. Even if cost overrun and long period
of analyze seems to be disadvantage in DNA observations,
it is used as evidence for along time since it has high
credibility. In this study, observation of the DNA obtained
by powdering from crime scene but inconvenient fingerprints
for comparison will be explained.

Key words: DNA, Fingerprint, Crime Scene Investigation,
evidence, forensic identification.
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(Ankara Universitesi Niikleer Bilimler Enstitiisii)
Adli Dozimetri Uygulamalari

RETROSPECTIVE DOSIMETRY APPLICATIONS AND TECHNIQUES

Dosimetry is the unique method in order to verify whether an accident has been radioactive or not. Nowadays, there is a growing
public concern about accidental radiation exposure due to the ageing of the nuclear power industry, illegal dumping of nuclear
waste or terrorist activities which may result in health risks to individuals. These, ever-increasing concerns of radiation-induced
accidents all around the world power Retrospective Dosimetry which can be simply defined as the estimation of the integrated
radiation dose received by an individual recently (within the last few weeks), historically (in the past) or chronically (over many
years). There is a broad understanding on the necessity of networking and mutual assistance in the management of radiation
accidents or incidents, demonstrating thus the importance of a joined-up approach in physical and biological dosimetry. Towards
this direction, European Union has set up a specialized group practicing Retrospective Dosimetry, consisting by individuals from
a wide range of disciplines across Europe. This group practices established and emerging dosimetry methods, which can be
used immediately and retrospectively following external ionising radiation exposure. These include dicentrics, translocations,
premature chromosome condensation, micronuclei, somatic mutations, gene expression, electron paramagnetic resonance,
thermoluminescence, optically stimulated luminescence, neutron activation, haematology, protein biomarkers and analytical
dose reconstruction. These techniques are outlined. No single technique fulfills the criteria of an ideal dosimeter; nevertheless,
an integrated approach using multiple techniques tailored to the exposure scenario can cover most requirements.
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Haldun ZULKADIROGLU
(Jandarma Kriminal Laboratuari Biyoloji Subesi)
Biyolojik Bulgularin Muhafaza Kosullarinin Adli Genetik Calismalara Etkisi

BiYOLOJIK BULGULARIN MUHAFAZA KOSULLARININ ADLI GENETIK CALISMALARA ETKISi (1 OLGU)

OZET

Adli Genetik ¢calismalarda dogru sonuglara ulasabilmek icin olay yerinden, alinan biyolojik 6rneklerin amacina uygun toplanmasi,
muhafaza edilmesi ve cok hizli bir sekilde adli genetik calismalar igin labaratuvarlara ulastiriimasi gerekmektedir. Ozellikle olay
yerinde bulunan biyolojik bulgular viicut disinda her hangi bir dis ortama maruz kaldigindan vicut icindeki kadar istikrarli
olmadigindan degrade olurlar. DNA degradesyonunu; zaman, sicaklik, nem giines 15181 ve kimyasal maddeler dogrudan tetikler.
Ayrica DNA degradesyonu adli genetik calismalarin PCR asamasinda karsilasilan inhibisyonada neden olan mekanizmalardan
biri olarak degerlendirildiginde olay yerinde elde edilen biyolojik bulgunun muhafaza kosullari adli genetik calismalarda elde
edilen sonuglari dogrudan etkiledigi gorilmektedir.

Sunumumuzda; DNAbUtlnlGginibozankosullarve calismasonuglarindaelde edilen otozomal STR profillerinin degerlendirilmesi
amaciyla; Zili Ailgesinde 1993 dogumlu bir kiz cocugunun 03 Temmuz 1997’de kaybolmasi olayinda kiz cocugunun oldaraldiga
disunilen yerden alinan bulgular adli emanet deposu sartlarinda uygun olmayan kosullarda yillarca muhafaza edilmesi ve
bulgular tizerinde 20 Mart 2012 tarihinde yapilan DNA calismalari izerinde degerlendirme yapilacaktir.

Anahtar kelimeler; DNA degradasyonu, Adli genetik, STR profiller, inhibisyon ve PCR.

HALDUN ZULKADIROGLU
JANDARMA USTEGMEN
JKDB.MOL.BYL.INC.SB.MD.
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ibrahim SEMiZOGLU
(Tiirkiye Tibbi llag ve Eczacilik Kurumu)
Adli DNA Analizinde Yeni Yaklasimlar

OZET
Bu sunuda ilk olarak Hacettepe Universitesi Fen Bilimleri Enstitiisii Molekiiler Biyoloji Anabilim dali biinyesinde Glkemizin ilk
yerli Gretim STR kiti calismalarinin geldigi asama ve c¢alismalarda elde edilen tecriibeler paylasilacaktir. Bu proje kisa zamanda
sonuclandiginda tlkemizin ilk multiplex STR kiti tGretimine baslanacaktir. Yerli STR kitimizin Gretimi ile her yil dis kaynaklara
harcanan milyon dolarlardan tasarruf saglanarak tlke ekonomisine katki saglanacaktir.
Sunumuzun ikinci bashgl tamamen Glkemiz 6z kaynaklari ile tGretimi gerceklestirilen ve bu yon ile bir ilk olan DNA Fragment
Analiz yazilimi “DNAFInD” olacaktir. DNAFIND halen yaygin olarak kullanilan Genemapper programinin tiim fonksiyonlarini
yerine getirirken Tlrkce olmasi ve kullanici dostu uygulamalari ile Adli DNA Uzmanlari igin tercih sebebi olacakti. DNAFInD
ayrica tim fragment analizi temelli genetik kit ve calismalar icinde kullanilabilir.
Son olarak sunuda DNA Veri Bankalari konusu islenecektir. Ulkemizde kurulus calismalari nihayete erdirilemese de yine iilkemiz
bilim insanlarinin destegiyle kurulan ve faaliyete gecen Azerbaycan Ulusal DNA Veri Bankasi hakkinda bilgi verilirken yerli
Gretimimiz olan Laboratuvar Bilgi Yonetim ve DNA Veri Bankasi yazilimi “LABSYS” de bir basari 6ykiist olarak tanitilacaktir.

ABSTRACT

This presentation is about Turkey’s first domestic STR kit production and experiences gained through studies so far. By the time
this project is completed, Turkey’s first STR kit’s production will be started. By means of domestic STR kit production, we will be
able to save millions of dollars, which are spent to external sources every year, and contribute to national economy.

Second heading of this presentation is about DNA Fragment Analysis software “DNAFInD”, which has been completely produced
by means of Turkey’s own resources, and which is a first in our country from this aspect. While DNAFInD performs all the
functions of Genemapper software, it will be preferred by forensic DNA experts because of its user friendly applications and
Turkish language option. DNAFInD can also be used for all fragment analysis based genetic kit and studies.

Finally, this presentation will discuss DNA databanks. Although foundation works in Turkey could not be completed, it will
inform you about Azerbaijan National DNA Databank, which has been founded and become operational with Turkish scientists’
contributions, and introduce Turkey’s domestic Laboratory Information Management and DNA Databank software “LABSYS” as
a success story.
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Dog. Dr. Kadir DEMIRCAN
(Turgut Ozal Universitesi Tip Fakiiltesi Tibbi Biyoloji ABD)
DNA Fenotiplendirme

FORENSIC DNA PHENOTYPING
Phenotyping trait prediction of an individual’s externally visible characteristics

DNA testing for observable charecteristics or “Forensic DNA Phenotyping (FDP)” is a emerging new field of forensic genetics.
This DNA intelligence’ tools are expected to help criminal investigations and find unknown person by providing useful
information on externally visible characteristics of unknown suspects, perpetrators and missing persons. To date, FDP mostly
involves the prediction of human observable externally visible characteristics (EVCs; skin tone, hair color, eye color, face shape,
male baldness, adult body height, freckling, left-handedness and ethnicity, etc), and sometimes the inference of bio-geographic
ancestry (the biogeographical ancestry: BGA). If appearance information of an unknown sample donor can successfully be
obtained from a crime scene (for instance; Lousiana Derek Todd case), this information is expected to be useful during police
investigation. Recently, at least for one EVC, eye colour, the accumulated knowledge has already been used to produce a
forensically validated DNA test (VisiGen Consortium; The Identitas Chip-2012, led by Dr. Manfred Kayser) suitable for forensic
case work applications. Recent advances in genetics/genomisc/proteomics have started to reveal novel knowledge about the
genes involved in EVCs such as body shape, pigmentation, hair morphology or body height. Currently, rapid scientific and
technological advancement allow us making innovative tools for solving crimes more effectively. This short talk will summarize
the current information on the forensic genetics and molecular predictability of human physical appearance, and how this new
knowledge may be applied to criminal investigations.
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(Gazi Universitesi Tip Fakiiltesi, Tip Etigi ve Tip Tarihi Anabilim Dali Baskani)

Adli Biyoloji ve Genetik Alaninda Etik

Teknoloji ve tip alaninda saglanan gelismelerle birlikte insan
yasamini olumlu yénde etkileyen pek ¢ok gelisme olmaktadir.
Bu gelismeler, kimi zaman bireyin hayatini kurtarmakta, kimi
zaman bireyin yasam kalitesini artirmakta ve bazen de adaletin
yerini bulmasinda arag olarak cok onemliislev gérmektedir. Adli
Biyoloji ve genetik, son zamanlarda tip alanindaki ilerlemelerle
onemli gelismeler saglanmis bir alandir.

ileri tibbi teknoloji gerektiren ve &nemli bir etik etki yaratan adli
biyoloji ve genetik alaninda prosediirler 6zenle hazirlanmal,
gilincellenmeli ve takip edilmelidir. Bununla birlikte hukuksal
dizenin dizgln islemesinde onemli fonksiyon goéren adli
biyoloji ve genetik alaninda onemli etik ikilemler yaratan
durumlar yasanmaktadir. Uygulamali bilimsel bir etkinlik
olan adli biyoloji ve genetik alaninda uyulmasi gereken etik
ilkeler onemlidir. Ayrica uygulamada yasanan etik ikilemlerin
¢6ziminde bu etik ilkeler onemli bir kilavuz niteligindedir. Bu
sunum kapsaminda etik ilkeler konusulacak ve alanda yasanan
etik ikilemler ornek vakalarla tartigilacaktr.

Prof. Dr. Nesrin COBANOGLU

Adli Tip ve Biyoetik

Ethics in Field of Forensic Biology and Genetics

Many developments having positive impact on human
life take place owing to the advancements in fields of
technology and medicine. These developments save the
lives of individuals, improve their life quality and sometimes
play a very significant role for the justice to be served.
Forensic Biology and Genetics is a field in which significant
developments have taken place in line with the recent
improvements in field of medicine.

In forensic biology and genetics which calls for advanced
medical technologies and makes a significant impact,
procedures should be designed, updated and monitored
carefully. Furthermore, there are situations that lead to
serious ethical dilemmas in field of forensic biology and
genetics which plays an important role in proper functioning
of the legal order. In forensic biology and genetics as an
practical scientific activity, it is of critical importance to abide
by the ethical principles. Moreover, such ethical principles
function as a guideline in settlement of the ethical dilemmas
experienced practically. In this paper, the focus will be ethical
principles and ethical dilemmas experienced in this field will
be examined as sample cases.
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Uzm. Dr. Omer MUSLUMANOGLU
(Adli Tip Kurumu istanbul Biyoloji ihtisas Daire Baskani)

Adli Tip Kurumu Biyoloji ihtisas Daire Uygulamalari, 17.025 Standardizasyonun

Onemi

Adli Tip Kurumu Biyoloji ihtisas Daireleri (istanbul, Ankara,
izmir ve Trabzon*) olay vyeri &rnekleri, nesep davalari
ve Ozellikle terdrist eylemler, kaza veya dogal afetler
gibi nedenlerle ortaya cikan hiviyeti mechul Kkisilerin
kimliklendirilmesi calismalarini 2000’li yillarin basindan bu
yana onci konumunda basari ile stirdlirmektedir.

Cekirdek DNA si Gzerindeki STR boélgelerinin incelenmesi
ile mitokondrial DNA Uzerindeki dizilere ait analizler
calismalarda 6nemli bir yer tutmaktadir.

DNA profilinin elde edilmesi adalete hizmet konusunda
oldukga 6nemlidir. Ancak elde edilen DNA profilinin hangi
kaynaktan (kan, meni, takardk...) elde edildigi bilgisine
ulasmak, olayin olus mekanizmasi hakkinda adli makamlara
onemli bilgiler vermektedir.

Personelin egitimli ve ekipmanin kaliteli olmasi elde
edilen sonuclarin kaliteli olmasinda 6nemli bir etken
olsa da, sonu¢ elde etme asamasindaki tim sireclerin
izlenebiliyor olmasi da raporun ulusal ve uluslar arasi kabul
edilebilirligini  saglamaktadir. Laboratruarimizdaki tim
sirecler deney laboratuarlari i¢in olusturulmus 1SO 17025
standartlari ile her yil denetlenmekte ve 2009 yilindan bu
yana raporlarimizin kalitesini etkileyen bir standart olarak
slreclerimizde yer almaktadir.

Biology Departments (Istanbul, Ankara, Izmir and Trabzon *) of
Council of Forensic Medicine mostly work on crime scene sam-
ples, paternity, maternity cases and unknown person identifi-
cation due to particular terrorist attacks, accidents or natural
disasters since early 2000s and continues.

STR regions on nuclear DNA and the mitochondrial DNA se-
guences are an important part in our work.

It is very important to obtain DNA profiles in service to jus-
tice. However, another important thing is, from which source
(blood, semen, saliva ...) the DNA profiles have been obtained.
Achieving this knowledge gives important information about
the mechanism of the incident occurrence to judicial author-
ities.

Skills of lab staff and quality of equipment, though an import-
ant factor in the quality of the results. Those results should be
also monitored with all the processes and this monitoring also
provides the national and international acceptability of the re-
port. As a monitor, ISO 17025 standards have been established
for all processes in forensic labs. Our lab is inspected every
year since 2009 in this purpose and these standards are affect-
ed quality of our reports.
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Prof. Dr. Sevil ATASOY
(Uskiidar Universitesi Rektodr Yardimcisi)
Adli Bilimciler ve Medya ile iletisim

Prof. Dr. Sevil Atasoy 1949'da, istanbul’da dogdu. Alman Lisesi ve istanbul Universitesi Kimya Fakiiltesi’nden mezun oldu, istanbul
Universitesi Cerrahpasa Tip Fakdiltesi Biyokimya Anabilim Dal’'nda biyokimya alaninda uzmanlik ve tip bilimleri doktorasi yapt,
ayni dalda dogent ve profesor oldu.

Cerrahpasa Tip Fakdltesi Biyokimya Anabilim Dali’'ndaki 6gretim Gyeliginin yani sira, 1980-1993 arasinda Adalet Bakanligi Adli
Tip Kurumu Kimyasal Tahliller ihtisas Dairesi baskanligini, istanbul Universitesi Adli Tip Enstitiisii’niin 1987-2005 yillari arasinda
muduarlagind ylrattl, biyokimya, kriminalistik ve kriminolojinin farkh alanlarinda lisans, yiksek lisans ve doktora dersleri verdi,
tez danismanligi yapti ve 2009’a kadar istanbul Universite’sindeki 6gretim Gyeligini stirdiirdii.

2005-2010 arasinda Birlesmis Milletler Uluslararasi Uyusturucu Kontrol Kurulu (INCB) Uyeligi yapan Atasoy ve kurulun
baskanligini Gistlendi. Halen Uskiidar Universitesi Rektér danismani olan Sevil Atasoy, Siddet ve Sucla Miicadele Uygulama ve
Arastirma Merkezi mudurlGgina ylaratmektedir.

iki kez DAAD Alman akademik degisim programi bursu, ayrica NATO, EMBO ve A.B.D. Hubert H. Humphrey baskanlik bursu
alan Atasoy, istanbul Universitesi’nin yani sira, Yildiz Teknik ve Bahcesehir Universitelerinde, Tiirkiye Uluslararasi Uyusturucu ve
Organize Suclarla Miicadele Akademisi’nde, ayrica BM Viyana Narkotik Laboratuvari, Almanya Federal Kriminal Kurumu (BKA),
Federal Sorusturma Birosu (FBI), Kaliforniya Kriminalistik Enstitist, Kaliforniya Gniversitesi Berkeley kampust adli bilimler
bolimi, Los Angeles Serifligi Kriminal laboratuvarlarinda misafir egitimci; Los Angeles RAND Corporation, Minih Ludwig-
Maximilian Gniversitesi fiziksel biyokimya ve adli tip bolumleri ile Stanford ve Emory Universiteleri genetik bélimlerinde, ayrica
Bremen ve Miinster Universiteleri adli tip bdlimlerinde misafir arastirici olarak calisti.

BM Sug ve Uyusturucu Ofisi UNODC, BM Narkotik Komisyonu CND, Avrupa Konseyi Pompidou Grubu, T.C. icisleri ve Adalet
Bakanhklarinin farkl komisyonlarinda gorev yapt.

Prof. Atasoy, olay yeri inceleme, kriminal laboratuvarlarin gelismesi ve DNA analizlerine katkisi nedeniyle ulusal ve uluslararasi
odaller aldi.

Uluslararasi hakemli dergilerde biyokimya, toksikoloji ve genetik alaninda ¢ok sayida bilimsel yayini olan Atasoy, 2005-2009
arasl, Hurriyet gazetesinde “Delil Avcisi” adli sayfada haftalik adli bilim yazilari kaleme aldi, CNNTirk’te Sug ve Delil, HaberTurk’te
Acayip Isler tartisma programlarini yapti, Kanal D’de Okan Bayiilgen’le birlikte sundugu Muhabbet Krali programi ismail Cem
En lyi Talkshow Programi 6diiliinii kazand!. Yine Kanal D’de, Kanit adli yiiz béliim siiren polisiye dizinin konsept sahibi ve hikaye
danismanligi ile sunuculugunu Ustlendi.

Cardozo Hukuk Fakiltesi’nde (New York) baslatilan Magduriyet Projesi’nin Turkiye yirGtlcis, Kanit Danismanlik Tic. Ltd. Sirketi
ve onun yayin organi kriminal haber portali khaber.com.tr’nin ortagi olan Sevil Atasoy’un, Dogan Kitap’tan yayinlanan “Labirent”,
“Bu Ayak izi Senin Dr. Watson”, “Karanliga Yolculuk”, “Her Cikolata Yenmez”, “Kusursuz Cinayet Yoktur” ve “Yeraltindaki Melekler
— Yerustiindeki Seytanlar adli popiiler adli bilim kitaplari bulunmaktadir.
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Dog. Dr. Yesim DOGAN
(Ankara Universitesi, Biyoteknoloji Enstitiisii)
Antik DNA

Dog. Dr. Yesim Dogan
Ankara Universitesi Biyoteknoloji Ens. Merkez Lab.

Antik DNA Calismalari

Molekiler genetik alanindaki gelismeler sonucu arkeolojik kalintilardan DNA’nin elde edilmesi mimkin hale
gelmistir. Son yillarda molekiler genetik alaninda yasanan yeni nesil sekanslama tekniginin gelistiriimesi gibi
gelismeler soyu tikenen canlilariile onlarin glinimuzdeki yasayan akrabalari arasindaki genetik iliskinin gikartilmasi
icin 6nemli bir ara¢ sunmaktadir. Antik DNA (aDNA) ¢alismalari, antik 6érneklerden elde edilen DNA'nin az miktarda
olmasi ve yuksek kontaminasyon riski nedeniyle karmasiktir ve teknik bazi problemler igerir. Bu nedenle 6zellikle
insan kalintilari ile ilgili galismalar yapilirken sonuglarin givenirliligini garantileyebilmek igin ciddi dnlemler alinmasi
cok 6nemlidir.

Ancient DNA Studies

The field of ancient DNA is now a reliable research area due to recent methodological improvements. Recent
advances in DNA technologies, such as next-generation sequencing make it possible to recover DNA information
from archaeological and paleontological remains allowing us to go back in time and study the genetic relationships
between extinct organisms and their contemporary relatives. Ancient DNA studies have common technical problems
due to the quality and quantity of DNA extracted from ancient samples, and due to the high contamination risk.
Thus, it is important to take precautions to avoid modern DNA contamination in order to have trustable results.
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Identification of Animal and Plant-Based Products:
DNA BARCODES
Dilek KAYA AKYUZLU and Zeliha KAYAALTI
Ankara University, Institute of Forensic Sciences, Ankara,
Tarkiye

Animal and plant products have been used in the
curative, protective and preventive medicine by various
cultures for centuries. In modern societies, these products
that are alternative to known therapies practiced are also
used as raw materials in the preparations of drugs. Animals
and their by-products such as hooves, skins, bones and
tusks are generally neglected as compared to plant-based
products. In ancient times, collection of animals and plants
for medicinal purposes did not threat the population
dynamics of species, whereas overexploitation of these
species for various reasons provokes pressure on natural
resources nowadays. Thus, over-hunting was restricted and
this resulted in increased illegal trade in animal and plant-
based products. The main constraint in controlling illegal
trade is the difficulty of identification of many suspect
particularly imported unknown animal and plant-based
products at the species level.

Although approximately 1.7 million morphologically
distinguishable species have been identified by using
morphological characters, subspecies, cultivars, mutants,
species complex and clones can be diagnosed by molecular
techniques. DNA barcode technology is rapid identification
method using species-specific differences in DNA (nuclear
or mitochondrial) between 400 and 800 base pairs. The
term “DNA barcode” was first used by Paul Hebert. 5" end
of cytochrome c oxidase 1 (CO1) from the mitochondrial
genome is suitable for barcoding in the identification of
animal products. On the other hand, mitochondrial genome
has not been used as barcodes for plant-based materials
since mitochondrial genes are slowly evolving and multi-
locus barcodes constituting different loci from chloroplast
and nuclear genomes have been suggested.

In this study, DNA barcode technology used in the
identification of animal and plant-based products for
medicinal purposes and DNA regions preferred in the
generation of barcodes and their features will be discussed
in detail.

Key words: DNA barcodes,
products, plant-based materials

animal

identification,

Hayvansal ve Bitkisel Uriinlerin Tanimlanmasi:
DNA BARKOTLARI
Dilek KAYA AKYUZLU and Zeliha KAYAALTI
Ankara Universitesi, Adli Bilimler Enstituisii, Ankara, TURKIYE

Hayvanlardan ve bitkilerden elde edilen Grinler ylzyillardir
cok cesitli kiilturlerde tedavi edici, koruyucu ve onleyici olarak
tibbi amaclarla kullanilmaktadir. Modern toplumlarda bilinen
ve uygulanan tedavilere alternatif olan bu Urtinler ayni zaman-
da ilaglarin hammaddesi olarak 6nemli bir yer tutmaktadir.
Bitkilerle karsilastirildiginda hayvanlar ya da hayvanlardan
elde edilen toynak, deri, kemik ve fildisi gibi doku ve organ-
larin kullanimi gogunlukla goz ardi edilmektedir. Eski ¢caglarda,
tibbi amaglarla hayvanlarin ve bitkilerin kullanimi tiirlerin pop-
ulasyon dengesini tehdit edecek boyutta degilken giinimizde
cesitli nedenlerle artan asiri avlanma bu tirlerin neslini teh-
dit eder duruma gelmistir. Bu nedenle yapilan kisitlamalar
ise, Urlnlerin yasadisi ticaretini arttirmistir. Yasadisi ticaretin
kontrol altina alinmasindaki en énemli glcliklerden biri ise,
sipheli ve o6zellikle ithal edilen kaynagi bilinmeyen bitkis-
el ve hayvansal Urlinlerin tir diizeyinde tanimlanmasindaki
glcluklerdir.

Morfolojik 6zelliklerine gore birbirinden ayrilabilen yaklasik
1.7 milyon tir tanimlanmis olmasina ragmen, altturler, kaltirl-
er, mutantlar, tur bilesikleri ve klonlarin tanimlanabilmesi icin
molekiler yontemlere ihtiya¢ duyulmaktadir. DNA barkot te-
knolojisi, 400-800 baz ifti uzunlugunda DNA (nikleer ya da
mitokondriyal) bolgelerindeki tlrlere 6zgl farkliliklari kulla-
narak, tdrlerin hizli bir sekilde tanimlanmasini saglayan bir
yontemdir. “DNA barkodu” terimi ilk kez 2003 yilinda Paul
Hebert tarafindan kullanilmistir. Mitokondriyal genomun 5’
ucunda yer alan sitokrom C oksidaz 1 (CO1) bdlgesi hayvan
tdrlerinin tanimlanmasinda barkot olusturmak amaciyla kul-
lanilmaktadir. Diger taraftan, bitkilerde mitokondriyal genler-
in evriminin ¢ok yavas olmasi nedeniyle mitokondiyal genom
barkot olusturmak amaciyla kullanilamamis ve kloroplast ile
cekirdege ait bolgeleri iceren coklu bolgeleri taniyan barkotlar
gelistirilmistir.

Bu calismada, tibbi amaglarla kullanilan bitkisel ve hayvan-
sal Uriinlerin tanimlanmasinda kullanilan DNA barkot teknolo-
jisi ve barkot olusumunda tercih edilen DNA bdlgeleri ile 6zel-
likleri ayrintili bir sekilde irdelenecektir.

Anahtar Kelimeler: DNA barkotlari, tanimlama, hayvansal
Grlnler, bitkisel kaynakli Griinler
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Adli Molekiiler Genetik Analizlerde Son Gelismeler

20 yy’in sonlarinda temel bilimlerde ve teknoloji alaninda
meydana gelen gelismeler bitiin alanlarda oldugu gibi Adli Bilimlerde de
ilerlemelere yol agmistir. GUniimizde DNA profillemesi, kimliklendirme,
ana-babalik/akrabalik tayini, viicut doku ve sivilarinin kimliklendirilmesi
gibi adli amagli analizlerde kisa siirede, daha az maliyetle sonuca ulasmak
mumkin olmaktadir.

Adli amagl analizlerde kimliklendirme ve soybaginin
tespiti amaciyla DNA’ya dayali polimorfizmler, vicut sivilarinin
identifikasyonunda ise RNA’ya dayali yaklasimlar kullaniimaktadir.

Adli genetikte kullanilan DNA’ya dayal polimorfizmler ardisik
kisa tekrar dizilerini olusturan polimorfizmler (STR) ve tek nikleotid
polimorfizmleridir (SNP). STR’ler 2-6 baz ¢ifti uzunlugunda bdlgelerdir.
GUnlmizde otozomal ve gonozomal kromozomlar Uzerindeki multiplex
STR’ler kimliklendirme, soybagi analizleri gibi rutin adli amagli analizlerde
kullanilmaktadir. Ancak mevcut STR sistemleri ile degrade ve ¢ok az
miktardaki 6rneklerde tanimlama yapilamamasi, stiphelinin DNA profilinin
cikarilabilmesi ama fiziksel 6zellikleriyle (gbz rengi, sa¢ rengi, cilt rengi,
vb) ilgili bilgiye ulagilamamasi, tek yumurta ikizlerininin ayirdedilememesi
gibi dezavantajlari vardir.

Son donemde gelistirilen multiplex analizlerden biri de SNP
analizleridir. SNP’ler belirli bir baz pozisyonunda meydana gelen tek
niklotid degisiklikleridir. Adli amagli analizlerde SNP’lerin kisa molekdl
uzunluklari nedeniyle degrade 6rneklerde sonug vermesi ve STR’lere
gore daha disik mutasyon oranina sahip olmasi gibi avantajlari vardir.
SNP’ler kullanilma amacina goére bireysel kimliklendirme SNP’leri, soy
bilgisi veren SNP’ler, fenotip bilgisi veren SNP’ler ve gen haritalamada
kullanilanlar olarak dort kategoriye ayrilmistir. Adli tipta stphelinin fiziksel
ozelliklerinin belirlenmesi olayin sonuglandirilmasti igin oldukga 6nemlidir.
insan pigmentasyon varyasyonlarina dayali SNP’lerin gelistiriimesi ile
gozlenebilen fiziksel 6zelliklerin (goz, sag ve cilt rengi) tespiti de miimkiin
olabilmektedir. Fenotipik 6zellik ile cografik bolge tahmini diinyada insan
hareketliliginin ¢ok fazla oldugu glinimiizde DNA profili ¢ikariimis olsa
bile karsilastirma igin referans 6rnegin bulunamadigi olgularda ipucu
olarak kullanilabilecektir.

Adli amagh kimliklendirmede oldukga 6nemli olan STR ve
SNP analizlerinin yine de yetersiz kaldigi durumlar olabilmektedir. Bu
sorunlardan biri de tek yumurta ikizlerinin ayni DNA profiline sahip
olmasidir. Son dénemde epigenetik farkliliklarin tek yumurta ikizlerininin
ayirdedilmesinde kullaniimasi giindeme gelmistir. Epigenetik, genotipik
degisikliklerden kaynaklanmayan, ama ayni zamanda kaliimsal olan,
gen ekspresyonundaki farklliklari inceleyen bilim dahdir. Epigenetik
mekanizmalardan biri de DNA diizeyindeki modifikasyonlardan olan
DNA metilasyonudur. DNA metilasyonu, insanlarda dogal bir DNA
modifikasyonudur ve yalnizca Guanozin tarafindan takip edilen Sitozin
bazini etkiler. Yapilan galismalarin sonuglari DNA metilasyonunun tek
yumurta ikizlerinin ayirdedilmesinde kullanilabilecegini gstermektedir.

Tum hicrelerde ayni DNA moleklli bulunmasina karsin,
her hiicrede ayni RNA molekiili eksprese edilmemektedir. Bazi mRNA
(mesajci ribondkleik asit) ve miRNA (mikro ribontkleik asit) molekulleri
hedef spesifik eksprese oldugundan bu molekillerin vicut sivilarinin
identifikasyonunda kullanilabilecegi dustnulmustir.  Adli  pratikte
viicut sivilarinin tanimlanmasi olay yerinin canlandiriimasi igin oldukga
onemlidir. Vicut sivilarinin tanimlanmasinda halen immiunolojik ve
serolojik testler kullaniimakla birlikte RNA temelli yaklagimlarin bu
testlerin yerini alacagl disiinilmektedir. Ozellikle tek &rnekten DNA
ile RNA'nin ayni anda izolasyonunun yapilabilmesi ¢ok az miktardaki
orneklerde bir avantaj saglayacaktir. Vicut sivilarinin RNA’ya dayali
analizinde mRNA ve miRNA’nin doku spesifik eksprese olmasi 6zelliginden
yararlaniimaktadir. Farkh viicut doku ve sivilari igin farkli mMRNA ve miRNA
belirtegleri gelistirilmistir. Yapilan ¢alismalarda gesitli ortam sartlarinda
uzun slre beklemis vicut sivilarina ait lekelerde de bu belirteglerle
tanimlama yapilabildigi belirtiimektedir.

Molekiler genetik alanindaki gelismeler yakin gelecekte SNP’ler, RNA
temelli analizler ve DNA metilasyonunun adli rutin uygulamalara
girebilecegini gbstermektedir.

Anahtar sozciikler: mRNA, miRNA, SNP, DNA fenotipleme, DNA
metilasyonu.

Recent developments in Forensic Molecular Genetic
Analyses

Developments in basic science and technology occurred in the late
20th century, as in all areas has also led to progress in forensic science.
Today, it is possible to achieve results with less cost and shorter time
by forensic analysing methods such as DNA profiling, identification,
parenting /relationship determination and identification of body fluids.

DNA based polymorphisms are wused in forensic
individualization and paternity determination. RNA-based methods
are used in the identification of body fluids.

DNA-based genetic polymorphisms used for forensic
genetics are short tandem repeats (STR) and Single Nucleotide
Polymorphisms (SNP). STRs contain repeat units that are 2-6 bp in
length. Today, analysis of multiplex STRs that found in autosomal and
gonosomal chromosomes is used for individualization and kinship
analysis. However, with current STR systems, degradation and very
small amounts samples doesn’t result, the suspect’s DNA profile can
be defined but no additional knowledge about the physical properties
(eye, hair and skin color etc.) in monozygotic twins impossible to
discriminate one another.

One of the multiplex analyses developed in recent years is
SNP analysis. SNPs are single base changes that occur in a particular
position. There are some advantages of SNPs when compared
with STRs such as having much lower mutation rate than STR and
applicability of degraded samples because of shorter molecular size
than STRs in forensic analyses. The SNPs can be divided into four
categories which is individual identification SNPs, ancestry informative
SNPs, lineage informative SNPs and phenotype informative SNPs.
Determination of the suspect’s physical characteristics are very
important in forensic medicine for the conclusion of the case. Genetics
research has placed increasing focus on human pigmentation variation
with the aim of building DNA-based tools for predicting the observable
physical characteristics (eye, hair and skin color). Today although DNA
profile has been but the reference for comparison could not be found
in cases, determination of phenotypic characteristics with human
geographic region is very important.

STR and SNP analysis can be still insufficient in forensic
cases. One of these problems is monozygotic twins having the same
DNA profiles. Recently several studies have been conducted to
identify epigenetic differences between monozygotic twins. The term
epigenetics refers to heritable changes in gene expression (active
versus inactive genes) that does not involve changes to the underlying
DNA sequence; a change in phenotype without a change in genotype.
DNA methylation is also epigenetic mechanism. DNA methylation is a
natural mechanism in humans and a methyl group addition into DNA.
DNA methylation refers to the addition of a methyl (-CH3) group to the
cytosine or guanine nucleotides. The results of the studies show that
DNA methylation can be used to distinguish identical twins.

Despite the presence of the same DNA molecule in all cells,
it isn’t expressed the same RNA molecule in per cell. When some
mMRNA (messenger ribonucleic acid) and miRNA (micro ribonucleic
acid) molecules is expressed target specific, it is supposed that it
can be used for the identification of body fluids. It is important the
identification of body fluids to crime scene reconstructions in forensic
practice. Although immunologic and serological tests have currently
been used in identification of body fluids, it is expected that RNA-based
approaches is to take the place of this tests. Especially applicability of
DNA and RNA extraction of the single sample at the same time will
be an advantage for a small amount of samples. It is benefited from
tissue-specific expression of mRNA and miRNA in RNA-based body
fluid identification. Different mRNA and miRNA markers have been
developed for different body tissues and fluids. In recent studies, it is
stated that the stains could be shown in aged samples stored in various
environmental conditions.

Such developments in molecular genetics are shown to be adapted
in human forensic casework of SNPs, RNA based analysis, DNA
methylation in the near future.

Key words: mRNA, miRNA, SNP, DNA phenotyping, DNA methylation.
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iS SAGLIGI VE GUVENLIGINiN ADLI BiLIMLERDEKI YERi VE THE PLACE AND IMPORTANCE OF OCCUPATIONAL HEALTH
ONEMI AND SAFETY IN FORENSIC SCIENCES
Filiz Ekim Cevik Filiz Ekim Cevik
istanbul Universitesi Adli Tip Enstitiisdi, istanbul istanbul University Institute of Forensic Sciences, Istanbul

Adli bilimlerde is saghgl ve guvenliginin ne kadar It is necessary to research how important occupational
o6nemli oldugu ve calisanlarin etki boyutunun arastirilmasi health and safety is in forensic sciences and the extent of
gereklidir. Olay yerinde bulunan delillerin degerlendirilmesi influence of employees. Biological, physical and chemical risk
ve laboratuvara gonderilmesi islemlerinde biyolojik, fiziksel factors are crucial in the transactions of evaluating evidences
ve kimyasal risk etmenleri cok 6nemlidir. Arastirmalarda adli found on the scene and sending them to laboratory. Forensic
mikrobiyolojiden; biyolojik teror, biyolojik sug, postmortem microbiology is used in researches for biological terrorism,
incelemeler, besin zehirlenmeleri ve calisanlarin enfeksiyon biological crime, post-mortem examinations, food poisoning
riski icin yararlaniimaktadir. Mikroorganizmalarin veya and infection risk of employees. Even small amounts of
toksinlerinin, kimyasallarin, radyoaktif maddelerin ktglik microorganism or toxins, chemical substances and radioactive
miktarlaridahigoksayidainsaninélimiineyolacabilmektedir. substances can cause the death of many people. Diagnosis
Bu etkenlerin teshis ve tedavileri glic olup, zaman ve and treatment of these factors are difficult and cause
ekonomik olarak da 6nemli kayba neden olmaktadir. Isi, substantial losses in terms of time and economy. Since heat,
hava sartlari ve topografik yapi ozellikleri, etki derecesini weather conditions and topographic structure characteristics
degistirebildiginden etkilerinin 6dnceden tahmin edilmesi can change the degree of influence, it is difficult to predict
ve kontroll de zordur. Ayrica adli bilimlerde bir cesetle ilgili and control their influences. Crime scene investigation teams,
postmortem calismalarin farkli asamalarini yiriten olay forensics experts, autopsy technicians and personnel of
yeriinceleme ekibi, adli tip uzmanlari ve otopsi teknisyenleri toxicology, genetics and microbiology laboratories, who carry
ile toksikoloji, genetik, mikrobiyoloji laboratuvari personeli out different stages of post-mortem studies on a corpse in
vicut sivilari, yumusak doku ve kemiklerle dogrudan forensic sciences, are under the risk of infection since they
temas ettiklerinden enfeksiyon riski altindadirlar. Risk directly contact with body fluids, soft tissues and bones.
olusturan mikroorganizmalarin cesette ne kadar sireyle Knowing how long microorganisms that pose a risk can survive
canli  kaldiklarini, c¢evresel kosullarin canhlik sliresine in the corpse, the influence of environmental conditions on
etkisini, viicut sivilarindaki toksik ve radyoaktif maddelerin the vitality period and the influence of toxic and radiological
etkisini bilmek de otopsi salonu kaynakli enfeksiyonlardan substances on body fluids are important for being protected
korunmada o6nemlidir. Bazi mikroorganizmalarin fiziksel against infections that result from autopsy halls. Since some
veya kimyasal dekontaminasyon yontemlerine ve yiksek microorganisms are durable against physical and chemical
istya dayanikli olmasi, formalinle fiske edilmis parafinli decontamination methods and high heat and formalin fixed
orneklerin de enfeksiyon riski tasimasi nedeniyle etkenler paraffin embedded samples pose an infection risk, it is vital in
ve korunma yontemleri konusunda bilgili ve duyarli terms of occupational health and safety to be knowledgeable
olunmasi, her vakaya potansiyel yiiksek enfeksiyon riski and sensitive about factors and protection methods and take
tasidigi distincesiyle 6nlem alinmasi is sagligi ve guvenligi measures for each case with the consideration that each
acisindan, yasamsal 6énem tasimaktadir. Kabul edilebilir case has a high potential infection risk. Acceptable risk level,
risk dizeyi, maruziyet etkin ve sinir degerleri bu anlamda exposure effective and limit values should be considered in
dikkate alinmalidir. Bununla birlikte hayvan, bitki, gida this respect. On the other hand, it is necessary to know well
patojenlerini ve toksinlerini iyi bilmek adli birimler ve animal, plant and food pathogen and toxins in terms of forensic
toplum saghgr bakimindan gereklidir. Cevre (gtvenli sciences and public health. Environment (safe environment) is
ortam) kisaca, bireyin yasam aktivitelerini saghkli bicimde briefly defined as the environment where individuals conduct
yerine getirdigi ortam olarak ifade edilmesinin yani sira their life activities healthily and it should be far from physical,
fiziksel, kimyasal, mikroorganizmalar, radyasyon, genetik chemical, microorganism, radiation, genetic applications,
uygulamalar, psikolojik vb. tehlikelerden de uzak olmalidir. psychological etc. dangers. Given all these characteristics, the
Bu ozelliklerin timi gbz 6nine alindiginda, yeterli bilgiye necessity of raising experts who have sufficient knowledge
sahip olan ve ayni zamanda delil toplama gibi uygulamalari and know also applications such as evidence collection has
da bilen uzmanlarin yetistiriimesi geregi 6n plana ¢ikmistir. come into prominence.
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iNTIHAR DAVRANISI UZERINE GENETIK FAKTORLERIN ETKISi

Uzm. Ayse Karakus*, Sinem OZCAN*, Nergis CANTURK*,
*Ankara Universitesi Adli Bilimler Enstitiisii

OzZET

intihar, bireyin ani bir kriz ve travma sonrasinda ya da toplumsal
ve ruhsal nedenlerin etkisiyle bilerek, isteyerek hayatina son
vermesi, 6z canina kiyma eylemi olarak tanimlanabilir. intihar
davranigi, dislince, girisim ve olimle sonuglanan eylemler
buttinidur. Kendini cezalandirarak yasamina son verme ve
bu duruma dismesine neden olanlardan 6¢ alma amaci
tagsimaktadir. Bireyin kendisine yonelik siddet ve saldirganhk
iceren bir davranistir. Her yastan bireyde gorilebildiginden,
onemli bir toplumsal sorun olarak karsimiza ¢ikmaktadir.
intiharin tek bir sebebi olmadigindan kompleks bir davranis
bicimidir.  Kisilik bozukluklari, travma yasantisi, umutsuzluk,
depresyon, ruh hastalig, madde kullanimi, aile 6ykisiinde
intihar davranisiolmasigibirisk faktorleri Gzerinde durulmustur.
Psikiyatrik bozukluklar, intihar davranisinda 6nemli risk
faktorlerinden olmasi ile birlikte, diger risk faktorlerinin de
etkili oldugu disiinilmektedir. intihar, 6nlenebilecek bir
0lim nedeni olarak goérildugiunden, genetik, norobiyolojik,
psikolojik ve toplumsal alanlarda birgok ¢alismalar yapiimistir.
Genetik olarak, ailelerde, tek ve ¢ift yumurta ikizlerinde, evlat
edinilmis ¢ocuklar Uzerinde g¢alisilmistir. GlUnumizde ise,
molekdiler genetik calismalarinin gelismesine bagli olarak, gen
haritalama islemi gergeklestirilmistir ve intihar davranigindan
sorumlu olabilecegi diislinlilen olasi genler tespit edilmistir. Bu
genlerin DNA'larindaki baz degisikliklerindeki polimorfizmlerin
gosterildigi iliskilendirme analizleri yapilmistir. Literatiirde
serotonin taslyici reseptor (SERT), (5HT1A, 5HT1B, 5HT2A),
triptofan  hidroksilaz ~ (TPH),  katekol-O-metiltransferaz
(COMT), monoamin oksidaz A(MAOA), tirozin hidroksilaz
(TH) genleri Uzerinde ¢alismalar yapilmistir. Genetik egilimin
gosterilmesi 6liimle sonlanan intihar olgularinda olayin orijini
ve sorusturmanin derinlik kazanmasini da saglayacaktir.

Anahtar Kelimeler: Olim, intihar, intihar davranisi, genetik
faktorler, polimorfizm

EFFECT OF GENETIC FACTORS ON SUICIDAL BEHAVIOR

Ayse Karakus*, Sinem OZCAN*, Nergis CANTURK*,
*Ankara Universitesi Adli Bilimler Enstitiisii

ABSTRACT

Suicide can be defined as act of individuals’ putting his/her
life down, killing its own self knowingly and willfully after
a sudden crisis and trauma or with the effect of social and
psychological motives. Suicidal behavior is set of actions
comprisingthinking, attempt and finally ending upwith
death. It aims at putting his/her life down by punishing him/
herself and revenging the ones causing him/her becoming
so. It is an attitude of individual towards itself embracing
violence and aggression. As it can be seen in any individual
from any age, it appears as a significant social problem.
Suicide is a complex behavioral pattern because of its not
having only a single reason. Some risk factors as Personality
disorders, trauma experience, despair, depression, mental
disease, substance usage, having suicidal behavior in family
history are emphasized. As well as psychiatric disorders
are some of the significant risk factors insuicidal behavior,
it is supposed that other risk factors are also effective.
Due to the fact that suicide is regarded as a preventable
cause of death, several studies are performed in genetics,
neurobiological, psychologicaland social fields. Genetically,
studies are carried out on families, maternal and dizygotic
twins and adopted children. At the present time, the process
of gene mapping is conducted and the genes that are
possible to be responsible for suicidal behavior are detected
depending on the development of studies of molecular
genetics. Regression analyses in which polymorphisms
in base changes in DNAs of these genes are shown are
performed. The studies are carried out in the literature
concerning serotonin transporter receptor (SERT), (5HT1A,
5HT1B, 5HT2A), tryptophanhydroxylase (TPH), catechol-o-
methyltransferase (COMT), monoamine oxidase A (MAOA),
tyrosinehydroxylase (TH) genes. Representation of genetic
tendency shall provide the origin of the incident in suicide
phenomenon resulting in death and investigation’s gaining
depth.

Key words: death, suicide, suicidal behavior, genetic factors,
polymorphism
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OPTIMIZATION OF THE INVESTIGATOR ARGUS X-12 KIT

Arzu Eroglu?, B.imge Ergiider3, Aydin Riistemoglu4,
Zeliha Kayaalti?, Ebru Hatipoglu®
!Ankara Kriminal Polis Laboratuvari Miidiirlig,
Emniyet Genel Mudirliagi, Ankara
2Ankara Universitesi, Adli Bilimler Enstitiisii, Ankara
3Ankara Universitesi, Tip Fakiiltesi, Tibbi Biyokimya AD, Ankara
4Gaziosmanpasa Universitesi, Tip Fakiiltesi, Tibbi Biyoloji AD,
Tokat

OZET

Kimliklendirmede, otozomal-STR ve Y-STR’lar kullanildigi
gibi X-STR’lardan da faydalanilabilmektedir. Daha karmasik
akrabalik iliskilerini ¢6zimlemek ve 6zellikle babaanneden
yola cikarak babalik testi (kiz torun igin) yapabilmek icin
X-STR’lardan yararlanilir. Bu amaglarla gelistirilmis Inves-
tigator Argus X-12 kiti ile DXS7132, DXS7423, DXS8378,
DXS10074, DXS10079, DXS10101, DXS10103, DXS10134,
DXS10135, DXS10146, DXS10148, HPRTB ve Amelogenin
lokuslarinin multipleks (¢oklu) amplifikasyonu yapilabilmek-
tedir. Investigator Argus X-12 kitini populasyon g¢alismasinda
kullanmadan 6nce optimizasyonu saglanmistir. Bu ¢alisma-
da, g farkh kisinin kan 6rnekleri kurutulduktan sonra Pure-
link Genomic DNA Mini Kit ile DNA izolasyonu gerceklestir-
ilmistir. Daha sonra, ABI 9700 PCR cihaziyla polimeraz zincir
reaksiyonu (PZR) yapilmistir. Son olarak, ABI PRISM® 3100
Genetic Analyzer cihazi ile elektroforez islemi gerceklestir-
ilmistir. Kitin prosediriine uygun olarak 15.9 ul Nulease-free
water, 5.0 pl reaction mix A, 2.5 pl primer mix, 0.6 pl multi
taq 2 DNA polymerase ve 1.0 pl DNA ile 25.0 ul son hacim-
de analiz gergeklestirilmistir. Son hacim 25.0 ul olacak sekil-
de DNA miktari 2.5 ul, 5.0 ul ve 10.0 pl olarak degistirilmis,
artan DNA miktari kadar nuklease free water azaltilmistir.
Daha sonra tiim hacimler esit oranda azaltilarak son hacim
10.0 pl yapilmis ve DNA miktarlariise 0.4 ul, 1.0 pl, 2.0 pl ve
4.0 pl olarak degistirilmistir. 25.0 pl ve 10.0 pl son hacim-
de 1.0 ul DNA ile en iyi sonucun elde edildigi gdzlenmistir.
Boylece kitin optimizasyonu populasyon genetik ¢alismasi
yapilacak sekilde gergeklestirilmistir.

Anahtar Kelimeler: X-STR, polimorfizm, adli kim-
liklendirme, babalik testi, adli biyoloji.

OPTIMIZATION OF THE INVESTIGATOR ARGUS X-12 KIT

Arzu Eroglu®?, B.imge Ergiider3, Aydin Riistemoglu4,
Zeliha Kayaalti2, Ebru Hatipoglu*
!Ankara Kriminal Polis Laboratuvari Miidiirliga,
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2Ankara Universitesi, Adli Bilimler Enstitiisii, Ankara
3Ankara Universitesi, Tip Fakiiltesi, Tibbi Biyokimya AD, Ankara
4 Gaziosmanpasa Universitesi, Tip Fakiiltesi, Tibbi Biyoloji AD,
Tokat

ABSTRACT

In identification, X-STR could be benefical as well as auto-
somal-STR and Y-STR. X-STR can be benefited so as to solve
much more complicated kinship such as paternity test (for
granddaughter) in particular starting from paternal grand-
mother. By means of Argus X-12 kit which has been developed
for these purposes, DXS7132, DXS7423, DXS8378, DXS10074,
DXS10079, DXS10101, DXS10103, DXS10134, DXS10135,
DXS10146, DXS10148, HPRTB and the amelogenin locus multi-
plex amplification can be performed. Investigator Argus X-12
Kit was optimized before using in population studies. In this
study, blood samples of three different people were dried.
Then, DNA isolation from these samples was performed with
Purelink Genomic DNA Mini Kit. After that, polymerase chain
reaction (PCR) was done with ABI 9700 PCR device. Finally,
electrophoresis process was carried out by ABI PRISM® 3100
Genetic Analyzer device. In accordance with the kit procedure;
analysis was performed with 15.9 ul Nulease-free water, 5.0
pl reaction mix A, 2.5 pl primer mix, 0.6 pl multi tag 2 DNA
polymerase and 1.0 pl DNA as long as total volume is 25.0
pl. Amount of DNA was changed as 2.5 pl, 5.0 pl and 10.0 pl
providing that final volume is 25.0 pl. Volume of nucleases free
water was reduced proportional to increasing amount of DNA.
After that, each of volume was reduced in equal rate as total
volume was adjusted to 10.0 ul, and amout of DNA was mod-
ified as 0.4 pl, 1.0 pl, 2.0 pl and 4.0 pl respectively. The best
results were observed with 1.0 pul DNA at 25.0 pl and 10.0 ul
final volume. Thus, optimization of kit was carried out in such
a manner of genetic studies.

Keywords: X chromosome STR, polymorphism, forensic
identification, paternity testing, forensic biology.
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TURK (Kayseri-TURKIYE) POPULASYONUNUN SOMATIK STR
LOKUSLARINDAKI ALEL FREKANSLARI

Yasin Ada, Nuriye Coskun, Yusuf Ozkul, Munis Diindar
Erciyes Universitesi Tip Fakiiltesi, Tibbi Genetik Anabilim
Dali, Kayseri

Giris-Amag: STR lokuslar, 2-7 baz ¢ifti uzunlugunda
belli bir baz dizilimine sahip, bas-kuyruk seklinde ardi
ardina tekrarlanan Unitelerden olusmaktadir. Adli amagli
calismalarda, bu lokuslarin bireyden bireye tekrarlanan Unite
sayllarindaki varyasyonlardan vyararlanilmaktadir. Kayseri-
Erciyes Universitesinde kemik iligi transplantasyon sonrasi
kimerizm analizi icin gelen alici ve verici Turk bireylerin somatik
STR lokuslarindaki alel frekansi incelendi.

Yontem: Kimerizm analizi igin gelen alici ve verici toplam 699
Turk bireylerin perifer kanindan DNA izolasyon Kiti kullanilarak
DNAlar izole edilmis ve AmpF€STR Identifier plus kit ile STR
lokuslari cogaltilmistir. ABI Prism 310 ve 3130XL genetik
analizoru ile referans dizi kullanilarak tiplendirme yapilmistir.
Bulgular: CSF1PO lokusunda 12 aleli %34.19, D13S317
lokusunda 12 aleli %28.90, D165539 lokusunda 11 aleli %27.40,
D18S51 lokusunda 14 aleli %18.88, D195433 lokusunda 13 aleli
%27.69,D21S11 lokusunda 29 aleli %23.39,D251338 lokusunda
17 aleli %16.81, D351358 lokusunda 16 aleli %27.47, D55818
lokusunda 12 aleli %34.98, D75820 lokusunda 10 aleli %27.72,
D85S1179 lokusunda 13 aleli %29.76, FGA lokusunda 23 aleli
%19.41, THO1 lokusunda 6 aleli %$26.39, TPOX lokusunda 8 aleli
%53.86, VWA lokusunda 17 aleli %29.05 oranla en ¢ok gériinen
aleller olarak bulundu.

Tartigma-Sonug: Lokuslarin ve alellerin dagilimi Amerikan
kafkaslari ile benzerlik oldugu ve Tirkiye’de yapilan STR
calismalari ile uyumlu oldugu bulunmustur.

Anahtar Sozciikler: STR, Kayseri, Turkiye, Alel, Kimerizm

ALLEL FREQUENCIES IN SOMATIC STR LOCUSES OF
TURKISH POPULATION (KAYSERI-TURKEY)
Yasin Ada, Nuriye Coskun, Yusuf Ozkul, Munis Dundar
Erciyes University, Medical Faculty, Department of Medical
Genetics, Kayseri

introduction and purpose: STRs are tandem repeats which
are composed of 2-7 bases with unique sequence. Forensic
science benefit from variation of the count of these STRs.
In this study the allel frequency of STR locuses in Turkish
population were analysed.

Method: The materials used in this study are provided from
699 Turkish people. These people admitted to our laboartory
to perform routine chimerism analysis who are suffered
from leukemia and their donors for transplantation. DNAs
were isolated by using DNA isolation kit and STR locuses are
amplified by using AmpF8STR Identifier plus kit. ABI Prism
310 and 3130XL are used for analysis by using reference
sequence.

Findings: In CSF1PO locus the percentage of the allel with
12 repeats is 34.19%, in D13S317 locus the percentage of
the allel with 12 repeats is 28.90%, in D165S539 locus the
percentage of the allel with 11 repeats is 27.40%, in D18551
locus the percentage of the allel with 14 repeats is 18.88%,
in D195433 locus the percentage of the allel with 13 repeats
is 27.69%, in D21S11 locus the percentage of the allel with
29 repeats is 23.39%, in D251338 locus the percentage of
the allel with 17 repeats is 16.81%, in D351358 locus the
percentage of the allel with 16 repeats is 27.47%, in D55818
locus the percentage of the allel with 12 repeats is 34.98%,
in D75820 locus the percentage of the allel with 10 repeats
is 27.72%, in D851179 locus the percentage of the allel with
13 repeats is 29.76%, in FGA locus the percentage of the
allel with 23 repeats is 19.41%, in THO1 locus the percentage
of the allel with 6 repeats is 26.39%, in TPOX locus the
percentage of the allel with 8 repeats is 53.86% and in VWA
locus the percentage of the allel with 17 repeats is 29.05%.
These are the allels with high frequency allels in STR locuses.
Result and discussion: The distribution of the allels and
locuses are similar to American Caucasions and compatible
with the studies of Turkish population.

Keywords: STR, Kayseri, Turkey, Allel, Chimerism
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THE RISE OF CANCER CASES IN KOSOVO
Adelijna Elezaj, Cengiz Cesko

1998-1999 Kosovo war has occurred as federal republic
of Yugoslavia’s army has started an operation against Kosovo
Liberation Army(KLA), who demanded the independence
of Kosovo and against the militia forces who supported
KLA, and as NATO intervened to this. The war ended after
NATO conducted air strikes against Yugoslavia. NATO used
depleted uranium consisting arms and bombs during the
bombardments. Since it started to be argued that people of
Kosovo and the soldiers who were sent to Kosovo died of
cancer and of the other radiation related illnesses, a “Balkan
syndrome” debate has started in European countries. in
this compilation we have stressed the fact that depleted
uranium poses a huge risk that should not be ignored and
have researched it’s effects on beings.

KOSOVA'DA KANSER VAKALARININ ARTMASI
Adelijna Elezaj, Cengiz Cesko

1998-1999 Kosova Savasl, Yugoslavya Federal Cumhuriyeti
ordusunun, bagimsizlkisteyen Kosova Kurtulus Ordusu’na ve bu
orgutyaninda yer alan milis giiclerine karsi yurittigli operasyon
ve buna karsi NATO’nun baslathgi mudahaledir.NATO'nun
Yugoslavya’ya karsi hava saldirilarina baslamasiyla,savas sona
erdi. NATO’nun Kosova'daki operasyonlarinda Seyreltimis
Uranyumlu silah ve bombalar kullaniimasi Kosova halkinda
ve bolgeye gonderilen askerlerde kanser basta olmak Uzere
radyasyona bagli sikayetlerden 6liimlerin meydana geldiginin
ortaya atilmasiyla, Avurpa (lkelerinde “Balkan Sendromu”
tartismalari baslamistir. Bu derlemede Seyreltilmis Uranyum’un
goz ardi edilemeyecek kadar buylk risk olusturmasi ve
Seyreltilmis Uranyum’un canlilik Gzerine etkilerini arastirdik.
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Forensic Science in Rwanda

Abdulkerim UZABAKIRIHO
Departmant of Forensic Biology, Forensic Science Instute, University of ANKARA

ABSTRACT

Republic of Rwanda is a sovereign state in central and east Africa. Located a few degrees south of the Equator, Rwanda is
bordered by Uganda, Tanzania, Burundi and the Democratic Republic of the Congo. The climate of the country is temperate
to subtropical, with two rainy seasons and two dry seasons each year. In 1994, Rwanda’s population of seven million was
composed of three ethnic groups: Hutu (approximately 85%), Tutsi (14%) and Twa (1%). In April 1994, the Rwandan government
called upon everyone in the Hutu majority to kill each member of the Tutsi minority and over the next three months 800,000
Tutsis perished. After genocide Rwandan society was continue to suffer from many problems and challenges. For that reason
the Minister of Justice, Internal Security and Rwanda National Police met on 9 July 2014 to fast-track the establishment of an
ultra-modern Kigali National Forensic Laboratory (KNFL) to further support the country’s judicial services. Rwandan police
introduced forensic science and criminology courses at the National Police University in Musanze, in the north of the country
to equip its officers with skills in criminal investigations. The government spended millions on such tests carried out abroad,
most of them in Germany. The current forensic laboratory has five unites such as Biology unit, Chemistry unit, Ballistic unit,
Document analysis unit and Toxicology unit. The centre will set standards and quality assurance, including certifying forensic
experts.

In Rwanda Testimony or witnesses is currently the most prevalent form of evidence in courts of law. The activities of the
KNFL are the application of scientific principles, methods and techniques to the process of investigation. The aim of KNFL is to
help Rwanda to fight against criminals by helping justice to get exact information evidence in shortest time and the intention is
not only to bring offenders of the law to justice but also to protect the innocent people against prosecution.
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OTOPSIDE TESPIT EDILEN OLAGANDISI YABANCI CiSiM
ASPIRASYONU OLGUSU

Eser Bayraktar, Ersin ANNAK, Biilent EREN,
Nursel TURKMEN iNANIR, Murat Serdar GURSES,

Mustafa Numal URAL

Asfiksi  6limlerinin  ¢ogu, yabanci cisim aspirasyonu
nedeniyle olur. Yabanci cisim aspirasyonu, daha ¢ok pediatrik
populasyonunda onemli 6lim nedeni olsa da her yasta
gorilmektedir. Yabanci cisim aspirasyonu, altta yatan 6zofajial
hastaliklar, mahkumlar, psikiyatrik hastaliklar ve mental
retardasyon gibi yetiskinlerin belirli yiiksek risk gruplarinda
gorialmektedir. Serebral Palsi, yasamin erken doéneminde
santral sinir sisteminin lezyonu, hasari ve ya disfonksiyonuna
bagh olarak gelisen, bilinen progresif ve ya dejeneratif beyin
bozukluguna bagl olmayan, aktivite limitasyonuna yol acan
postiir ve ya hareket gelisim bozuklugu ile karakterizedir.
Mental retardayonu ile birlikte Serebral Palsi hastaligi olan
kisi evinde 06li bulundugundan slpheli o6lim dusindlerek
otopsi yapilmasi karari alinmistir. Otopsi sirasinda yapilan dis
muayenesinde, sol yanakta yiizeyinde kabuklanmis 2x3 cm.lik
abrazyon disinda herhangi bir patolojik bulgu saptanmamistir.
Kisinin yapilan i¢ muayenesinde, epiglottis c¢evresinde,
ozofagus ve midesinde hasta bezi parcalari oldugu saptanan
yabanci cisimler bulunmustur. Yabanci cisim aspirasyonu
olgusu literatir esliginde tartisiimasi amaclanmistir.

UNUSUAL FOREIGN BODY ASPIRATION DETECTED AT
AUTOPSY CASE REPORT

Eser Bayraktar, Ersin ANNAK, Biilent EREN,
Nursel TURKMEN iNANIR, Murat Serdar GURSES,
Mustafa Numal URAL

Asphyxia deaths are generally caused by foreign body
aspiration. Though foreign body aspiration is the more
important cause of death in the pediatric population, it
is seen at all ages. Foreign body aspiration can be seen
in certain high risk groups of adults, such as underlying
esophageal disease, prisoners, psychiatric disorders and
mental retardation. Cerebral Palsy, which occurs due to
lesion, damage or dysfunction of the central nervous system
in the early stage of life, cannot depend on given progressive
or degenerative brain disorder, leads to activity limitations
and is characterized by either posture or movement
developmental disorder. A woman who has Cerebral Palsy
disease with mental retardation found dead at home, has
been decided to perform an autopsy in mind that suspicious
death. In the external examination at autopsy, there was
no significant pathologic findings except a crusted surface
abrasion 2x3 cm in size on the left cheek. In the internal
examination, diaper pieces of patient were found around
epiglottis and in lumen of esophagus and stomach that was
detected as foreign bodies. We aimed to discuss this case in
medico-legal literature.
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ADLI OLAYLARIN AYDINLATILMASINDA MANTAR VE
MANTAR SPORLARININ KULLANIMI

Yeliz SALDIR?, Oguzhan KAYGUSUZ?, Kutret GEZER?,
Semih AKGUN?

pamukkale Universitesi, Fen-Edebiyat Fakiiltesi,
Biyoloji Boliimii
tpamukkale Universitesi, Tavas Meslek Yiiksekokulu,
E-posta: ysaldir07 @pau.edu.tr

Mantarlar gida ve ilag¢ olarak kullanilmalarinin yaninda
tarihte istenmeyen kisilerin 6ldirilmesinde de kullaniimistir.
Eski Roma imparatorlarinin cayir mantarlarina olan
diskinltgi bilinmektedir. Roma imparatoru Il. Claudis’i karisi
zehirli mantar (Amanita caesarea) yedirerek oldarmastar.
Ayrica Papa VIl. Klemens ve Buda dininin kurucusu Siddahaerta
Gotama ve UnlU besteci Motzart ile karisi ve ¢ocuklarinin
mantar zehirlenmelerinden 6ldigu bilinmektedir.

Sporlar en dis kisminda bulunan sert ve dayanikli
ekzin tabakasindan dolayr soguk-sicak ya da kurak-nemli
ortamlarda bozulmadan uzun sire canh kalabilmektedir.
Cok hafif olduklarindan riizgar, hayvan veya insan araciligiyla
tasinabilmektedirler.  Sporlar, mantar tilrlerine  6zgl
karakteristik 6zelliklere sahip olmalarindan dolayi adli olaylarin
¢6zimuinde kullaniimaktadir. Mantar zehirlenmelerinde
mantarin tlrd bilinmiyorsa hastanin kusmuk ya da diski
orneginde mantar sporlari aranarak mantarin tiri teshis
edilebilir. Karanlik ve nemli yerlerde bulunan kadavralarin
izerinde Greyen mantarlarin tirleri teshis edilerek, kadavranin
o6liminden sonra gegen zaman hakkinda tahmin yirGtdalebilir.
Yapilan literattr taramalari sonucu mantar ve mantar sporlari
adli agidan ele alinmistr.

Anahtar kelimeler: Mantar, mantar sporlari, kadavra, adli
vaka

USE OF MUSHROOM AND MUSHROOM SPORES IN THE
ENLIGHTENMENT OF JUDICIAL CASES

Yeliz SALDIR?, Oguzhan KAYGUSUZ?, Kutret GEZER?,
Semih AKGUN?

pamukkale Universitesi, Fen-Edebiyat Fakiiltesi,
Biyoloji Boliimii
tpamukkale Universitesi, Tavas Meslek Yiiksekokulu,
E-posta: ysaldir0O7 @pau.edu.tr

In addition to being used as food and medicaments,
mushrooms were also used to kill unwanted persons in the
past. It is a well known fact that ancient Rome was keen on
agarics. Roman emperor, Claudius Il was killed by his wife,
feeding poisonous mushroom (Amanita caesarea). It is also
known that Klemens, the Pope VII, Siddahaerta Gotama and
famous composer, Motzart as well as his wife and children died
of mushroom poisoning.

Spores can live for a long time in the cold or hot and dry or
wet environment thanks to their hard and endurable exine layer
on their outer surface. Since they are very light, they can be
easily carried by wind, animals or humans. And because spores
have characteristic features special to mushrooms, they have
also been used to enlighten Judicial cases. If the type of the
mushroom is not known in the mushroom poisonings, it can
be determined by investigating the mushroom spores through
the analysis of vomit and stool samples of the patient. It is also
possible to make conclusions about the post time period after
the death by detecting mushroom types reproducing on the
cadaver in dark and wet environment. In the study, the results
of literary reviews of mushrooms and mushroom spores were
investigated in terms of Judicial Cases.

Key words: Mushroom, Mushroom spores, Judicial case,
cadaver
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Forensic Analysis of Lipstick Trace Using Confocal Raman
Spectroscopy

Emine Feride Kahveci'?3, N. Oya San Keskin?>*%* and Turgay
Tekinay®#**
Faculty of Medicine, Department of Medical Biology and
Genetics, Gazi University, Ankara 06560, Turkey
2Life Sciences Application and Research Center, Gazi
University, Ankara 06830, Turkey
3Sustainable Energy Laboratory, Life Sciences Application and
Research Center, Gazi University, Ankara 06830, Turkey

“Polath Science and Literature Faculty, Biology Department,
Gazi University, Ankara 06900, Turkey
E-mail address: eferideonal@gmail.com

ABSTRACT

Lipsticks might be important trace evidence found at a crime
scene by forensic scientists, since they can be easily transferred
into different surfaces. Fundamental components of lipsticks
are oils, waxes, coloring agents, antioxidants, preservatives
and perfumes even though their exact compositions
vary among manufacturers [1]. There have been various
techniques to analyze lipsticks such as high-performance
liquid chromatography (HPLC) [2], thin-layer chromatography
(TLC) [3], scanning electron microscopy\energy dispersive
x-ray spectrometry (SEM\EDX) [2], gas chromatography\mass
spectrometry (GC\MS) [4], fluorescence microscopy [3] and
infrared spectroscopy (IR) [5]. However, these methods require
long sample preparation and destroy the sample. In contrast to
these disadvantages, Raman spectroscopy is a non-destructive
technique and gives rapid results without sample preparation.
In our study, four different lipsticks were analyzed using
confocal Raman spectroscopy with a 532 nm and 780 nm laser
source. One pair of lipstick samples from different brands had
similar color and the other pair belongs to same brand. 20X
objective lens, ~ 60mW laser power and 20 s x 10 acquisitions
were used. As a result, it was observed that each lipstick has
distinctive Raman spectrum. Therefore, Confocal Raman
spectroscopy may be a valuable tool to identify lipsticks rapidly
and non-destructively.
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Konfokal Raman Spektroskopisi Kullanarak Ruj izinin
Forensik Analizi
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OZET

Rujlarin farkliyiizeylere transferleri kolay olabildiginden,
Adli bilimciler tarafindan su¢ mahalinde bulunan 6nemli
kanitlardan sayllmaktadir. Rujlarin baslica icerikleri;
yaglar, parafilmler, renklendirici ajanlar, antioksidanlar,
koruyucular ve parfimler olup tam bilesenleri Uretici
firmalar arasinda cesitlilik gostermektedir [1]. Rujlarin
analizinde c¢esitli teknikler kullanilmakta olup bu
teknikler ylksek performansli sivi  kromatografisi
(HPLC) [2], ince tabaka kromatografisi (TLC) [3],
taramali elektron mikroskobu/enerji daginimli x isinlari
spektroskopisi (SEM/EDX) [2], gaz kromotografisi/kitle
spektrometresi (GC/MS) [4], floresan mikroskobu [3] ve
infrared spektroskopisi (IR)’dir [5]. Yukarida siralanan
teknik ve metotlarin dezavantajlari mevcut olup
ozellikle 6rneklerin 6n hazirhk kisimlari zaman almakta
ve analizler 6rnege zarar vermektedir. Calismamizda
kullanilan Raman spektroskopisi tahribatsiz bir analiz
teknigi olup 6rnek hazirlama asamasi olmadan saniye
bazinda ¢ok hizli sonuglar vermektedir.

Calismamizda, Konfokal Raman spektroskopisi ile
532 ve 780 nm lazer kaynagi kullanilarak dort farkli
ruj analiz edildi. Ruj 6rneklerinden iki tanesi farkl
markalardan olup ayni renklere sahip iken diger iki
ruj ornegi ise ayni markaya aittir. Konfokal Raman
Spektrsokopisi analizinde, 20X objektif, ~ 60mW lazer
glict ve 20 saniye (x 10 tekrar) parametreleri kullanildi.
Cahsmanin sonucunda ruj orneklerinin  farkh bir
Raman spektrumuna sahip oldugu goézlendi. Elde edilen
verilerin degerlendirilmesi ile sonu¢ olarak Konfokal
Raman spektroskopisi analizi ile rujlardaki farkhhklar
cok hizli bir sekilde ve 6rneklere zarar vermeden tespit
edilebilmektedir.
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ADLi MERCILER VE iLGiLi MESLEK GRUPLARININ ADLi
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Ozet

Adli biyoloji her gegen gilin yenilenen bir bilim dalidir.
MUmkin olan en kisa slirede sugun aydinlatiimasi magdurun
ve toplumun adalete ve devlete giivenini arttirmasi agisindan
blylik 6nem tasimaktadir. Bu baglamda adli biyoloji alaninda
calisanlarin yeterli egitimi almis, uzmanlasmis; yeterli
donanima sahip ve glincel gelismeleri takip edebilen 6zellikte
olmalari gerekmektedir.

Arastirmada anket metodu kullaniimistir. Arastirmaya
katilanlar izmir ve istanbul ilinde gorevli adli biyoloji
alaninda c¢alisan polis memurlarindan olusmaktadir. Adli
biyoloji alaninda cahlisanlarin %80’i Adli biyoloji alaninda
hizmetigi egitime ve herhangi bir kurs/seminere katilmadigini
belirtmis, egitim alanlarin %50’si ise aldiklari bu egitimi
yeterli bulmamaktadir. Yine adli biyoloji alaninda yeterli
bilgi ve beceriye sahip olup olmadiklar soruldugunda
katihmcilarin %90’1 yeterli bilgi ve beceriye sahip olmadiklarini
dusinduklerini belirtmistir.

Adli biyoloji alaninda galisan personelin egitim eksiklikleri
belirgin olarak ortaya ¢ikmis olup; dncelikle alanlarinda egitim
almalari, bu alanlarda seminer ve konferanslara katilmalari
glncel gelismeleri yakindan takip etmeleri bu alandaki bilgi
dizeylerini ve becerilerini arttiracak etkinliklere katilmalari ve
eksiklerini gidermeleri gerektigi gérilmektedir.

FORENSIC AUTHORITIES’ AND ASSOCIATED PROFESSION
GROUPS’ VIEWS ON NEW APPROACHES IN FORENSIC
BIOLOGY

irem COBANZ, Osman SERT?, Yesim DOGAN ALAKOG?,
Figen Erkog*

! savsat ilce Emniyet Amirligi, Savsat, Artvin
2Biyoloji Béliimii, Fen Fakiiltesi, Hacettepe Universitesi,
Beytepe, Ankara
3Biyoteknoloji Enstitiisii, Ankara Universitesi, Tandogan,
Ankara
“Biyoloji Egitimi ABD, Gazi Egitim Fakiiltesi, Gazi Universitesi,
Teknikokullar, Ankara

Abstract

Forensic biology is a feild of science renewed almost every
day. Solving a crime as soon as possible is vital for the victims’
families as well as the society and the society’s confidence
or the administration. Along this line, those who work in
the forensic biology field should be well-informed/educated
and qualified; and also be able to keep up with the recent
developments in the field.

A questionnaire method was used in this study. Participants
were police officers from Izmir and Istanbul working in the
forensic biology field. Eighty percent of those working in the
forensic biology field have reported that they have never
attended any forensic biology course/seminar while 50% those
who have had received some kind of training commented
that the training was far from satisfactory. Furthermore, when
asked whether they considered to have adequate information
and knowledge as well as experience in forensic biology, 90%
expreseed that they did not feel to have acceptable background
konowledge and skills.

Inadequate training and incompetence of staff working in
forensic biology has been shown clearly in this research. In
conclusion,they should initially go through training in priority
areas, attend and seminars and conferences, follow recent
developments in the field and update their levels of knowledge
and develop skills.
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MLSA in Determining The Phylogenetic Relationships
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Introduction: in phylogenetic research, DNA-DNA hybridization
and 16S rRNA analysis used in the species definitions searched
alternative pathways. 16S rRNA both not enough that a taxon
determiningthe location and DDH obtain as the mostimportant
criterion. However, because of it has disadvantage such as;
high cost, specialized laboratory conditions, comparision of
the two organisms, housekeeping genes have been suggested
in the analysis of species and in determining the pyhlogenetic
relationships can be used.

Material and Methods: With 16S rRNA analysis, generally,
greater than 500bp and the analyzes performed by at least 5
genes are refered to as MLSA (Multilocus sequance analysis).
PCR aplification are made as using primers encoding gene region
such as; rpoB, recA, gyrB, trpB, atpD. MEGAS schedule is used
for analysis based on the gene region housekeeping. Neigbour
joining methods and Jukes Cantor phylogenetic distance matrix
are used to draw the phylogenetic dendograms.

Findings: This study results, that MLSA for in the determination
of phylogenetic relationships is increasingly widespread was
concluded. Examples of this study; the use of recA gene has
been considered appropriate as phylogenetic marker between
Vibrionaceae family members, because of it is consistent with
the results 16S rRNA analysis. The gene coding regions such as;
16S rRNA, gyrB, secAl, hsp65 and rpoB was used in the MLSA
studies which made with Nocardia and their was determined
to be effective the seperation of the species. 5 housekeeping
gene, which used members of the genus Nonomuraea, was
effective in the divergence intraspecies and interspecies.

Results and Discussion: The obtained results support the view
that MLSA has been effective on phylogenetic systematic by the
many researcher. in scanning the literature, in microorganisms
molecular taxonomy, The MLSA is subject to the usage.
However, it use to determine the phylogenetic relationships
of microorganisms is recommended, owing to some of the
housekeeping genes used in the analysis can be found in all
living MLSA, to be evolutionarily conserved and should be
closed to horizontal gene transfer. Besides molecular typing
studys, MLSA may be preferred both in determination and in
forensic genetics as an alternative solution in the future.

Key words: MLSA, phylogenetic systematic.
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Girig: Filogenetik arastirmalarda, tir taniminda kullanilan
DNA-DNA hibridizasyonuna ve 16S rRNA analizlerine
alternatif yollar aranmaktadir. 16S rRNA bir taksonun
filogenetik konumunu belirlemede tek basina vyeterli
olmamakla birlikte, DNA-DNA hibridizasyonu en o6nemli
kriter olarak varligini devam ettirmektedir. Ancak; yiksek
maliyet, ozellesmis laboratuar sartlari ve iki organizmanin
karsilastirilmasi  gibi dezavantajlara sahip olmasindan
dolayi, turlerin ¢d6ziimlenmesinde housekeeping genlerinin
filogenetik iliskilerin belirlenmesinde kullanilabilecegi 6ne
stridlmustar.

Geregler ve Yontemler: 16S rRNA dizi analizleri ile
birlikte genelde 500bp’den bliyik olan ve en az 5 gen
ile yapilan analizler MLSA (Multi Lokus Sekans Analizi)
olarak adlandiriimaktadir. rpoB, recA, gyrB, trpB, atpD
gibi gen bolgelerini kodlayan primerler kullanilarak PCR
amplifikasyonlari  yapilmaktadir.  Housekeeping  gen
bolgelerine dayali verilerin analizi icin MEGA5 programi
kullaniimaktadir. Filogenetik dendogramlarin gizilmesinde de
Neighbour joining metodu ve Jukes Cantor filogenetik uzaklik
matrisi kullaniimaktadir.

Bulgular: Bu arastirma sonucunda, filogenetik akrabaliklarin
belirlenmesinde  MLSA kullaniminin gittikce yayginlastig
sonucuna varilmistir. Bu c¢alismalara 6rnek olarak;
Vibrionaceae familyasi Uyeleri arasinda recA geninin 16S
rRNA sonuglar ile tutarli oldugundan dolayi filogenetik
markor olarak kullanimi uygun gorilmustir. Nocardia ile
yapilan MLSA calismalarinda 16S rRNA, gyrB, secAl, hsp65 ve
rpoB gen bolgeleri kullaniimis ve tirlerin ayrismasinda etkili
oldugu belirlenmistir. Nonomuraea cinsine ait izolatlarda
da kullanilan bes housekeeping geni tir ici ve tirler arasi
ayrismada etkili olmustur.

Sonug ve Tartisma: Elde edilen sonuglar birgcok arastirmaci
tarafindan ortaya konan MLSA'nin filogenetik sistematikte
etkili oldugu gorisini desteklemektedir. Yapilan literatir
taramasinda mikroorganizmalarin molekiiler taksonomisinde
MLSA’nin kullanimi s6z konusudur. Ancak MLSA analizlerinde
kullanilan  housekeeping genlerinden bazilarinin  tim
canlilarda bulunabilmesi, evrimsel agidan korunmus olmasi
ve horizontal gen transferine kapali olmasi nedeniyle
makroorganizmalarin filogenetik iliskilerinin belirlenmesinde
kullanimi 6nerilmektedir. MLSA;  Molekiler tiplendirme
calismalarinin yanisira, gerek yakin akraba tayininde gerek
adli genetikte gelecekte alternatif bir ¢d6ziim olarak tercih
edilebilir.

Anahtar Kelimeler: MLSA, filogenetik sistematik.
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Adli Entomolojide Chalcidoidea (Hymenoptera)
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Adli Entomoloji alanindaki galismalarin ¢ogunlugu basta Diptera
olmak tizere Diptera ve Coleoptera takimlarina ait galismalarla temsil
edilmis olup Hymenoptera takimiihmal edilmistir. Hymeoptera takimi
Uyeleri cesetler tzerinde yer alan bocekler igcinde 6nemli bir yeri isgal
etmektedir. Hymenoptera takiminin bazi Uyeleri parazitoittirler ve
onlarin konaklarindan Diptera ve Coleoptera takimlarina ait bocekler
oldukea fazladir. Cesetler tizerindeki en yaygin boceklerin Diptera
takimina ait bocekler oldugu distinillrse bunlarin parazitoitleri olan
hymenopterlerin 6nemid e kendiliginden acgiga ¢ikacaktir. Clnki
dipterlerin larva ve pupalarinin parazitoiti olan hymenopterler
konak bocegin gelisimine bagl olarak konaga yumurta biraktiklar
icin 6lim zamani hakkinda bilgiler verebilir. Parazitoitler dipterlerin
gelisim donemlerine bagli olarak gelistigi icin parazitoit ve konak
ekolojilerininiyi bilinmesive birlikte degerlendirilmesi gerekmektedir.
Bu nedenle parazitoit hymenopterler adli entomolojide onemli
bir grup olmaktadir. Bu oOnemlerinden dolayr dipterler ve
coleopterlerde parazitoit olan hymenopter gruplarinin iyi bilinmesi
ve teshislerinin dogru yapilmasi gerekmektedir. Yapilan galismalarda
cesetlerle iliskili olarak teshis edilen tlrler Hymenoptera takiminin
Ichneumonidae, Braconidae, Pteromalidae, Encyrtidae, Figitidae,
Eucoilidae ve Diapridae familyalarina ait tirlerdir. Bu familyalardan
Ichneumonidae, Braconidae ve Pteromalidae familyalari adli 6nemi
daha fazla olan familyalar olarak belirlenmistir. Ozellikle Nasonia
vitripennis (Pteromalidae), Alysia manducator (Braconidae) ve
Tachinaephagus zealandicus (Encyrtidae) en vyaygin bulunan
turler olarak belirlenmistir. Chalcidoidea ile ilgili bilgilerden 6nce
kadavralar Gizerinde bulunmasi muhtemel olan diger hymenopter
parazitoitler nedeniyle hymenopterler hakkinda bir kag bilgi
vermek yerinde olacaktir. Hymenoptera takimi yaklagik 115 000
tir iceren, holometabol baskalasim gosteren bir takimdir. Apocrita
alttakimi igerisinde yer alan parazitoit arilar glglii mandibullere
sahip olup bas kapsili gogunlukla korelmis ve bacaksiz larvalara
sahiptirler. Ergin morfolojisi ¢ok cesitlilik gostermesine ragmen
toraks ve abdomen birlesimi, kanatlar ve damarlanmalari gibi bazi
morfolojik ozellikleri ile taninmaktadirlar. Hymenoptera takimi
icerisinde yer alan Chalcidoidea tstfamilyasi 6n kanat damarlanmasi,
antenlerinin sekli, segment sayisi ve sensillalarin bulunmasi, toraksta
prepectusun bulunmasi ve c¢ogunlukla metalik renkte olmasi
ile ayirtedilebilmektedirler. Chalcidoidea diger biitiin parazitoit
hymenopterlerden daha fazla biyolojik gesitlilige sahiptirler. Cogu
turler parazitoittir, fakat fitofag olan tirlerde bulunmaktadir.
Chalcidoidea Ustfamilyasinda parazitoit yasamin bitiin stratejilerine
rastlanir primer, sekonder, tersiyer, endoparazitoit, ektoparazitoit vs
). Chalcidoidea 15 farkli takimdan 340 familyada tirlere saldirirlar.
Chalcidoidea biyolojik kontrol programlarinda kullanilan tirlerin
gogunu iceren dnemli bir gruptur. Ozellikle son vyillarda yapilan
calismalar, chalcidoidlerin adli entomolojideki 6nemi vurgulanmakla
birlikte, yok denecek kadar azdir. Yapilan son galismalar gozden
gecirildiginde adli entomoloji yoninden onemli ip uglar elde
edilmistir. Ozellikle Hymenoptera takimi {yelerinden Nasonia
vitripennis, Alysia manducator, Tachinaephagus zealandicus ve
Figites sp. turlerinin adli belirleyici olarak givenilir tirler oldugu
belirtilmistir. Ozellikle bu tiirleri kullanarak, parazitoilerin gelisim
zamanlari ile konak gelisimleri arasindaki zaman degerlendirilerek
olim sonrasi otopside yararl bilgiler elde edilebilir. Cesetler Gzerinde
cok sik tesbit edilen bu tirlerden ikisinin Chalcidoidea tGstfamilyasina
ait olmasi bu Ustfamilyanin 6nemini artirmaktadir. Bu nedenle iki
tirtn igerisinde bulundugu Chalcidoidea Ustfamilyasi hakkinda
bilgiler sunulmak istenmis olup ileriki galismalara veri saglamak
amaglanmistir.

Chalcidoidea in the Field of Forensic Entomology

Lutfiye GENCER
gencer@cumhuriyet.edu.tr
Cumbhuriyet University, Faculty of Science, Department of
Biology, Sivas

In the field of forensic entomology mostly Diptera and
Coleoptera orders are represent in this field but Hymenoptera
are neglected. However Hymenoptera are part of entomofaunal
colonization of a cadavers. The use of Hymenoptera parasitoids
in forensic entomology can be relevant to evaluate the timing
of death. The larvae and pupal parasitoids of flies may play an
important role in the estimation of post-mortem period.

Braconidae, Pteromalidae and Ichneumonidae are belong
to Hymentoptera is forensic importance and among them
Nasonia vitripennis \Walker, Alysia manducator Panzer are the
most common parasitoids found on death body. Therefore it is
intented to decriptive information of Chalcidoidea superfamily
in this work.

Chalcidoidea,

Key words: Forensic entomology,

Hymentoptera, Parasitoids
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IDENTIFICATION IN UNIDENTIFIED CASES
M. Feyzi Sahin, Yusuf Ozer, Kara Nazmi Karacaoglu, Yalgin
Biiyiik
Ministry of Justice, Council of Forensic Medicine, Istanbul

Introduction:
“Identity” means all indications, characteristics and
qualifications which help recognizing of people and

differentiating of them from each other as a social being. From
this point of view, revealing these characteristics of an alive or
dead person is called “identification”.

Two different identity are applied in forensic medicine.
Forensic identity contains the information in the register of a
person while medical identity means the information obtained
upon the evaluation of bodily characteristics of a person.
Article 86 of the Code of Criminal Procedure regulates these
transactions and 3™ paragraph of the same article stipulates
that “this examination is performed before a public prosecutor
and with an assigned physician”.

This study examines how, how long later and by whom four
unidentified cases sent to Morgue Department for autopsy are
identified and aims to discuss identification characteristics,
autopsy findings and the findings which can contribute to
identification procedure in unidentified cases.

Case 1:

In the autopsy of the unidentified male case who died in
fire in a restaurant and whose identity cannot be detected as
there were third and fourth degree burns on his whole body,
it has been found on the scope that there are two screws on
his right ankle and metal plate lying through his left cruris,
dentures in upper jaw bone and no teeth in his lower jaw bone.
These findings match with the statement of identity witness.
In addition, the results of the molecular genetic examination
executed by the Biology Department suggest that the
unidentified case can be the biological father of the identity
witness. Positive identification could be made three days after
the autopsy.

Case 2:

In the external examination of the unidentified female case
who was found dead in forest and whose identity could not
be detected because of the severe decomposing findings, it
has been observed that there is a tattoo of angel on her right
scapula, rose on her sacrum, dragon on her left forearm and an
inscription of “MAHSUN” on her left shoulder. These findings
match with the statement of the identity witness who claims
that she is the sister of unidentified case. Positive identification
could be made twelve days after the autopsy.

Case 3:

As a result of the molecular genetic examination executed
on the bone patterns taken from the completely skeletonized
case that came ashore from the sea, it has been found that the
unidentified bones can belong to the father of identity witness.
Positive identification could be made approximately one year
after the autopsy.

Case 4:

An unidentified female corpse, wrapped with both canvas
and nylon, whose identity could not be detected because of
severe decomposing was sent for autopsy. She had clothes,
shoes and a ring on her and there was a 20x5 cm figured tattoo
on her left arm. Also we have her DNA profile in our database
and all these external findings, this case could not be identified
yet.

Discussion:

The identification of unidentified corpses has legal,
religious, ethical, social and human aspects, as well. Therefore,
identification process must be executed by experienced
experts in a multidisciplinary way and in accordance with
internationally accepted standard procedures.

Keywords: unidentified, identification, DNA, tattoo

HUVIYETi MECHUL OLGULARDA KiMLIKLENDIRME

M. Feyzi Sahin, Yusuf Ozer, Kara Nazmi Karacaoglu,
Yalgin Biiyiik .
Adalet Bakanligi, Adli Tip Kurumu, Istanbul

Girig ve Amag:

Toplumsal bir varlik olarak insanin taninmasinda ve diger
insanlardan ayirt edilmesinde yardimci olan belirti, nitelik
ve Ozelliklerin timune “kimlik” adi verilir. Yagayan ya da 6li
bir kisinin bu o6zelliklerinin ortaya konulmasina ise “kimlik
tespiti” denir.

Adli tip uygulamalarinda iki tir kimlik tanimi yapilir. Adli
kimlik; bir kisinin nifus kayitlarindaki bilgilerinden olusan
kimligidir. Tibbi kimlik ise; bir kisinin vicut o6zelliklerinin
degerlendirilmesi sonucu ortaya ¢ikan bilgilerdir. Bu islemler
CMK 86. madde ile diizenlenmistir ve ilgili maddenin 3.
fikrasinda “Bu muayene, Cumhuriyet savcisinin huzurunda ve
bir hekim gorevlendirilerek yapilir” seklinde belirtilmektedir.

Bu calismada Morg Ihtisas Dairesi‘ne otopsi igin
gonderilen hiviyeti mechul dort olgunun kimlik tespitinin
nasil, ne kadar sire sonra, kim tarafindan yapildigi, kimlik
ozellikleri, otopsi bulgulari gibi verilerin sunulmasi ve hiiviyeti
mechul olgularda kimliklendirme islemine katkisi olabilecek
bulgularin tartisilmasi amaglanmigtir.

Olgu 1:

Bir restoranda c¢ikan yanginda 6len, tim viicudunda 3.
ve 4. derece yanik oldugu icin kimlik tespiti yapilamayan
hiiviyeti mechul erkek olgunun otopsisinde; Ust ¢enede
protez dislerin oldugu, alt ¢cenede hig dis bulunmadigi, skopi
altinda yapilan incelemede sol cruris boyunca uzanan metal
plak ve sag ayak bileginde 2 adet vida oldugu tespit edilmistir.
Bu bulgular kimlik taniginin ifadeleri ile ortismektedir.
Ayrica Biyoloji Ihtisas Dairesi’nce yapilan molekiiler genetik
inceleme sonucunda hiviyeti mechul sahsin kimlik taniginin
biyolojik babasi olabilecegi bildirilmistir. Otopsiden Ug¢ gin
sonra kimlik tespiti yapilabilmistir.

Olgu 2:

Ormanlk alanda o6li olarak bulunan ve ileri derecede
¢lrime bulgulari nedeniyle kimlik tespiti yapilamayan
hiviyeti mechul kadin olgunun dis muayenesinde; sag
skapula Uzerinde melek seklinde, sakrum Uzerinde gl
seklinde, sol omuz lzerinde “MAHSUN” yazili, sol dnkol dig
yluzde ejderha seklinde tatuajlar oldugu goérulmistir. Bu
bulgular kiz kardesi oldugunu iddia eden kimlik taniginin
ifadeleri ile 6rtiismektedir. Otopsiden on iki glin sonra kimlik
tespiti yapilabilmistir.

Olgu 3:

Denizden kiylya vurmus halde bulunmus tamamen
iskeletmis olgudan alinan kemik &rneklerine vyapilan
molekiler genetik inceleme sonucunda hiviyeti mechul
kemiklerin, kimlik taniginin biyolojik babasi olabilecegi tespit
edilmistir. Otopsiden yaklasik bir yil sonra kimlik tespiti
yapilabilmistir.

Olgu 4:

Képrl altinda branda igerisinde ve posete sarili halde
ol olarak bulunan, ileri derecede c¢lrime nedeniyle
kimlik tespiti yapilamayan hiviyeti mechul kadin olgu
otopsi yapilmak lizere génderilmistir. Uzerinde kiyafetleri,
ayakkabisi ve ylizGgl bulunan, otopside sol kolda 20x5 cmlik
desenli tatuaj tespit edilen kisinin Biyoloji Ihtisas Dairesi'nce
yapilan molekiler genetik inceleme sonucunda DNA profili
cikartilmistir. Tim bu bulgular mevcut olmasina ragmen
bahsedilen olgu halen kimliklendirilmeyi beklemektedir.

Tartisma: Hiviyeti mechul cesetlerin kimlik tespitinin
yapilmasinin insani, kanuni, dini, etik ve sosyal boyutu
bulunmaktadir. Bu sebeple kimliklendirmenin tecribeli
uzmanlar tarafindan multidisipliner bir sekilde ve uluslararasi
kabul edilen standart prosedirler cergevesinde yapilmasi
gerekmektedir.

Anahtar Kelimeler:
DNA, tatuaj

hiviyeti mechul, kimliklendirme,
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Challenge SC 600 Herbisitinin Allium cepa Uzerine
Genotoksik Etkileri

Topgu Serap’, Cetin (Tan) Sema**, Ergene Aysun**
*Ankara University, Institute of Forensic Sciences,
06100-Cebeci, Ankara, Turkey
** Kirikkale University, Department of Biology,
71450-Yahsihan, Kirikkale, Turkey

Pestisitler; tarimsal Urilinlerin Uretimi, tiketimi ve
depolanmasi sirasinda Uriin kaybina neden olan zararlilari
(mikroorganizma, bocek, yabani ot, mantar) uzaklastirmak,
yok etmek, kalite ve verimliligi arttirarak bitki biylimesini
dizenlemek amaciyla kullanilan kimyasal maddelerdir.
Yaygin olarak kullanilan pestisitler saglik, cevre ve (lke
ekonomisi Uzerinde olumsuz etkilere yol agmaktadir.
Pestisitlerin, o6zellikle hedef alinmayan canllar (zerinde
gelismeyi durdurucu, hastalik yapici, genotoksik, mutajenik,
kanserojenik ve hatta éldirtcl etkileri oldugu in vivo ve in
vitro calismalarla belirlenmistir. Zirai miicadelede kullanilan
herbisitlerin (yabanci otlara karsi kullanilan pestisit), bitki ve
hayvanlar lizerinde buyime ve gelismeye olumsuz etkileri
bulunmaktadir. Bu nedenle bitkiler Uzerinde genotoksik
etkileri olan herbisitlerin hicrelerde neden oldugu
kromozomal sapmalar, genetik hasarin gostergesi olarak
kabul edilebilir.

Bu calismada “Challenge SC 600” herbisitinin Allium cepa
(sogan) kok hiicrelerinde genotoksik etkileri incelenmistir.
600, 1200, 1800 ppm konsantrasyonlarinda hazirlanan
herbisit ¢ozeltilerinde yetistirilen sogan kok hicrelerinde
mitoz ve kromozom hasarlari ile mikronikleus olusumlari
arastirllmis mitotik indeks (mitozda hiicre bolinme sikligi)
tayini yapilmistir. Belirtilen konsantrasyonlarda ¢imlenen
sogan kok hicreleri fikse edilmis, boyama islemine tabi
tutulduktan sonra 151k mikroskobunda incelenmistir.
Konsantrasyon artisina paralel olarak kok ucu meristem
hiicrelerinde kromozomda kopmalar, kromozom yapismasi,
koprii ve parca olusumu, geciken kromozom ve dizensiz
kromozom dagilimlari tespit edilmistir.

Sonugta, “Challenge SC 600” herbisitinin denenen
konsantrasyonlarinin Allium cepa kromozomlarini olumsuz
etkiledigi, mikronikleus olusumunu tetikledigi ve mitotik
indeks oraninda azalmaya sebep oldugu tespit edilmistir.

Anahtar kelimeler: Allium cepa, Challenge SC 600, pestisit,
herbisit, genotoksik etki, kromozom hasari, mikroniikleus,
mitotik indeks.

The Genotoxic Effects of Challenge SC 600 Herbicide on
Allium cepa

Topcu Serap’, Cetin (Tan) Sema**, Ergene Aysun**
*Ankara University, Institute of Forensic Sciences,
06100-Cebeci, Ankara, Turkey
** Kirikkale University, Department of Biology,
71450-Yahsihan, Kirikkale, Turkey

Pesticides are chemical substances, that remove and destroy
microorganisms, insects, weeds, fungi cause a loss of product
during production, consumption and storage of agricultural
products, regulate plant growth. It has been identified that
pesticides have effects stopper the development, disease-
causing, genotoxic, mutagenic, carcinogenic and even lethal
effects on especially creatures are not target with in vivo and in
vitro studies. Herbicides used against weeds in the agricultural
fighting have negative effects on the growth and development
of plants and animals. Therefore, chromosomal aberrations in
the cells caused by herbicides have the genotoxic effects on
the plants can be considered as a genetic damage indicator.

In this study, the cytotoxic effects of “Challenge SC 600”
herbicides on Allium cepa (onion) root cells were examined.
It is investigated that mitosis and chromosome damage and
micronucleus formation and mitotic index (the frequency of
cell division in mitosis) determination is made on onion root
cells growed in a concentration of herbicide 600, 1200, 1800
ppm solution. Germinating onion root cells at the specified
concentrations have been fixed, dyed and examined under
light microscopy. As parallel with the increase in concentration
of Challenge SC 600, the chromosome breakage, chromosome
stickiness, bridge and track formation, chromosome loop,
delayed and irregular chromosome distributions were
determined in the root tip meristem cells.

As a result, it is determined that attempted concentrations
of “Challenge SC 600” herbicide adversely affected Allium cepa
chromosome and stimulated the formation of micronucleous
and caused to decrease a mitotic index rate.

Key words: Allium cepa, Challenge SC 600, pesticide,
herbicide, genotoxic effects chromosome damage,
micronucleus, mitotic index.
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SELF MUTILATED OR NOT ? : WHAT MAKES THE DIFFERENCE?
Goksen Yiiksel*, Cem Cerit**, Sefa Saygili***

*Psychiatrist, Bakirkdy Prof. Dr. Mazhar Osman Research and Training Hospital for
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Introduction:

The term self mutilation is commonly used to describe a variety of behaviors
including superficial cutting- not intending to die. Self mutilation is rare before puberty
and becomes more common through adolescence. There is evidence that self mutilation
is @as common in man as it is in women. It is admitted that more than %5 of people who
have been seen at a hospital after self mutilation will have committed suicide within 9
years.

When we look at the forensic population, self mutilation is a much bigger problem
and not only the professionals in prisons are to face it, but also the forensic psychiatrists
come to the question of if the self mutilation is a disease by itself or it is a symptom of
another psychiatric disease.

Focusing the literature, we can reach the researches focusing the self mutilation and
comorbidity. As in the other impulse control problems, the self mutilation is linked to
mood disorders, personality disorders and mostly with anxiety disorders. But the most
interesting of all, can the self mutilation be linked to posttraumatic stres disorder, PTSD?

In our current research, we tried to explain the medical connections between
impulsivity, early childhood traumas , posttraumatic stres disorder and self mutilation
in the forensic population. Forty self mutilative prisoners and 40 non self mutilative
prisoners (total n:80) who were sent to forensic institution for psychiatric evaluation
under the meaning of criminal responsibility were counted in our research. They were
all assessed by SCID-I to evaluate the eligibility. Sociodemographic data form, Barret
Impulsivity Scale (BIS-11), Childhood Trauma Questionnaire (CTQ-28) and CAPS (Clinician
Administered Post Traumatic Stress Disorder-PTSD Scale) test batteries were administered
to the individuals meeting the inclusion criteria. The attendies were between 15 and
65 years of age, without any general medical condition. None of them were mentally
retarded, had delirium nor psychosis.

Results:

When self mutilative prisoners were compared with the non self mutilative group,
the self mutilative ones were younger (25.984+8.1), more of them experienced multible
substance usage (n:22 versus n:7, p<0.001), more self mutilative ones gave suicidal history
(n:28 versus n:12, p<0.001) and more of them previously involved in a crime (n:33 versus
n:11, p<0.001).

Barratt Impulsiveness Scale in self mutilative prisoner were found to be 84.88+17.79
while in non-self mutilative group it has emerged as 50.40+12.73. These results implify
that the relation between impulsivity and self mutilation was statistically significantly
high (p<0.001). Pyromania and kleptomatia were seen more in the self mutilative group
than the others.

When the groups were compared under the meaning of childhood trauma with
Childhood Trauma Questionnaire (CTQ-28), the prisoners with self mutilative behaviour
reported childhood trauma much more than the other group, came to be statistically
highly significant (p <0.001).

As the posttraumatic stress disorder were assesed with CAPS, 62.5 % of those who
were self mutilative (n:25) met criteria for PTSD, whereas this rate was only 17.5% in non-
self mutilative group (n:7). Considering these data with self-mutilation and posttraumatic
stress disorder, there was a statistically highly significant (p <0.001).

Conclusion:

As the result of our research we come to the truth that there is a strong comorbidity
of impulsivity, early childhood traumas and posttraumatic stres disorder with self
mutilation in the forensic population. These people need psyciatric support and due to
the risk factors (suicide or homicide and recurrence of the crime) they must be screened
closely.
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Giris:

Self mutilasyon terimi yuizeyel kesiler de dahil olmak tizere 6lme amaci
glutmeden bedene zarar verici davranislarda bulunma davranisini tanimla-
mak igin kullaniimaktadir. Puberteden 6nce nadirdir ve adolesans boyunca
daha sik goralar. Self mutilatif davranisi sonrasi hastane kosullarinda deger-
lendirilen kisilerin %5’inin 9 yil igcinde en az bir kez suisid girisiminde bulu-
nacagi kabul edilmektedir.

Adli populasyona baktigimizda, self mutilasyonun ¢ok daha buyik bir
sorun olarak karsimiza ¢iktigi ve adli psikiyatristlerin de self mutilasyonun
kendi basina psikiyatrik bir hastalik olmasi veya bagska bir psikiyatrik hastaliga
eslik ettigi ikilemini yasadiklari muhakkaktr.

Yazina baktigimizda, giincel galismalarin self mutilasyon ve eslik eden
psikiyatrik komorbidite Gzerine yogunlastigi goriilmektedir. Diger dirti kon-
trol problemlerinde oldugu gibi self mutilasyon; duygudurum bozukluklari,
kisilik bozukluklari ve en sik da anksiyete bozukluklari ile iliskilendirilmistir.
Ancak ilging olarak, self mutilasyon ile travma sonrasi stres bozuklugu (TSS-
B)’nu birlikte degerlendiren galisma sayisi yetersizdir.

Mevcut calismamizda, adli popilasyondaki self mutilasyon ile diirtisel-
lik, erken ¢ocukluk travmalari ve travma sonrasi stres bozuklugu arasinda-
ki iliskileri degerlendirilmistir. isledikleri sug sonrasi ceza sorumlulugunun
degerlendirilmesi amaci ile Adli Tip Kurumunda degerlendirilen 40 (kirk) self
mutilatif ile 40 (kirk) self mutilatif olmayan toplamda 80 (seksen) tutuklu
¢alismamiza dahil edildi. Bu kisilerin galismaya uygunluklari SCID-I (DSM-IV
TR)’ye gore degerlendirildi. Calismaya dahil edilme kriterlerini karsilayan bi-
reylere aragtirmaci tarafindan Sosyodemografik Veri Formu, Barret Diirtiisel-
lik Olgegi (BIS-11), Cocukluk Cagi Travma Olgegi (CTQ-28) ve CAPS (Travma
Sonrasi Stres Bozuklugu Olcegi) birebir uygulandi. Katilimcilar, yaslari 15-65
arasinda olan ancak eslik eden herhangi bir tibbi durumu, zeka geriligi, de-
liryumu veya psikozu olmayanlar arasindan rastgele segilmistir.

Sonuglar:

Self mutilatif olan ve olmayan tutuklular karsilastirildiklarinda, self mu-
tilatif grubun daha geng yasta oldugu (25.984+8.1), ¢coklu madde kullanimi
deneyimlerinin daha fazla oldugu (n:22’ye karsi n:7, p<0.001), self mutilatif
olanlarin daha fazla stisidal anamnez verdikleri (n:28 karsi n:12, p<0.001) ve
daha 6nceden bir suga karisma sayilarinin daha yiiksek oldugu (n:33 karsi
n:11, p<0.001) gorulmustar.

Barrat Dirtiisellik Olgegi, self mutilatif tutuklularda 84.88+17.79 olarak
bulunurken self mutilatif olmayanlarda bu sayr 50.40+12.73 olarak bulun-
mustur. Bu sonuglar degerlendirildiginde self mutilasyon ve durtusellik
arasinda klinik olarak yliksek derecede anlamlilik bulunmaktadir (p<0.001).

Gruplar Cocukluk Cagi Travma Olgegi (CTQ-28) ile degerlendirildiklerinde
self mutilatif davranigi olan tutuklularin klinik olarak ileri derece anlamh
sekilde ¢ocukluk ¢agi travmalarinin varligindan bahsettikleri gérilmastir (p
<0.001).

Travma Sonrasi Stres Bozuklugu CAPS ile degerlendirildiginde, self mu-
tilatif olanlarin %62.5’inin (n:25) TSSB kriterlerini karsiladiklari, 6te yandan
bu oranin self mutilatif olmayanlarda %17.5’te (n:7) kaldig1 gortlmastar. Bu
veriler 1s18inda TSSB self mutilatif grupta ileri derece anlamli bulunmustur.

Sonug:

CGalismamizin sonucu olarak self mutilatif olan adli popilasyon ile
durtusellik, erken gocukluk gagi travmasi ve travma sonrasi stres bozuklugu
arasinda istatistiksel olarak anlamli birliktelik gosterilmistir. Bu kisilerde psi-
kiyatrik destek ve risk faktorlerinin (homisid veya suisid ile tekrar suga karis-
ma) yakin izlem ihtiyaci ihmal edilmemelidir.
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Nikotin ve Metabolitlerinin Toksisitesi ve Belirlenme
Yontemleri
Emrah Dural**
t Adli Bilimler Enstitiisii, Ankara Universitesi

Ozet

Tutln tdketimi, 1992 de Amerika Birlesik Devletleri,
Cevre Koruma Ajansi tarafindan gevresel sigara dumaninin
insanlarda akciger karsinojeni oldugunun bulunmasiyla, en
onemli hastalik ve 6lim nedeni olarak tanimlanmaktadir.
Sigara dumani kimyasal kompozisyonu, maruziyet duzeyi
ve bilesenlerin toksisitesi nazaran kolayca karakterize
edilemeyen 4000'den daha fazla birleseni igerisinde
barindiran bir karisimdir. Nikotin sigarada bagimlilhgi yaratan
major birlesendir. Sigara dumani insanda hizla ve genis
oranda gesitli metabolitlere dénusturilir. Kotinin ve major
metaboliti olan trans-3'-hidroksikotinin yayginlikla aktif ve
pasif maruziyeti belirlemek amaciyla bir biyogosterge olarak
kullanilmaktadir. Nikotin titln bitkisi (Nicotiana tabacum)
yapraklarindan % 0,5-8,0 diizeylerinde elde edilen dogal, suda
¢OzUnUr bir alkaloiddir. L-nikotin en 6nemli titln alkaloidi
ve farmakolojik aktif formudur. Kotinin nikotinin édnemli bir
okside metaboliti olup yapisal olarak nikotine ¢ok benzer ve
trans-3’-hidroksikotinine hidroksillenir. Nikotin kanda 24-84
dakikalik bir yari dGmre sahiptir ve sigara iciminden sonra
hizli bir sekilde kandan kaybolur. Bununla birlikte kotinin,
10-20 saat daha uzun bir yarilanma émrine sahip olmasi ve
nikotinden ¢ok daha yavas kaybolmasiyla, sigara dumanina
maruziyetin iyi bir gostergedir. Cevresel sigara maruziyetinin
ciddi saglik etkileri sebebiyle, biyolojik materyallarde
nikotin ve metabolitlerinin belirleme metotlarina ihtiyag
duyulmaktadir. Ginumuizde, nikotin ve metabolitlerinin
biyolojik sivilarda tespiti icin kullanilan en yaygin analiz
teknikleri ve yontemleri; gaz kromatografisi-kltle
spektrometre (GC-MS) ve yiiksek basingli sivi kromatografi
(HPLC) yontemleri ve enzim baglantii imminosorbent
testleri ile immunoassay ve kolorimetrik yontemlerdir.

Nicotine and Its Metabolites Toxicity and Determination
Methods
Emrah Dural**
! Institute of Forensic Sciences, Ankara University

Abstract

Tobacco smoking was recognized as a major cause of
mortality and morbidity when environmental tobacco
smoke was found to be a human lung carcinogen by the
Environmental Protection Agency in 1992. Tobacco smoke is
a mixture of more than 4000 compounds, which is not easily
characterized with respect to chemical composition, levels
of exposure, and toxicity of constituents. Nicotine is a major
addictive compound in cigarette. Its smoke is rapidly and
extensively metabolized to several metabolites in human.
Cotinine, as a major metabolite, and trans-3'-hydroxycotinine
are commonly used as biomarkers to determine active and
passive exposures. Nicotine is a natural, water-soluble alkaloid
obtained from the leaves of the tobacco plant (Nicotiana
tabacum), at levels of 0.5-8.0%. L-Nicotine is the major tobacco
alkaloid and the most pharmacologically active form. Cotinine
is @ major oxidized metabolite of nicotine and is structurally
very similar to it, which is subsequently hydroxylated to trans-
3'-hydroxycotinine. Nicotine has a half-life of 24-84 min in
blood, and rapidly disappears from blood after smoking. On
the other hand, cotinine, which has a longer half-life of 10—
20 h and disappears much slower than nicotine, is a good
indicator of smoking. Due to serious health consequences from
environmental tobacco smoke, methods for the determination
of nicotine and its metabolites in biological samples are needed.
Currently, the most common analytical techniques employed
for the determination of nicotine and its related metabolites
in biological fluids are gas chromatography-mass spectrometry
(GC-MS) and, high-pressure liquid chromatography (HPLC),
immunoassay, enzyme-linked immunosorbent assay and
colorimetric techniques.
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Benzen, Toluen, Etil Benzen, Xylene (BTEX) Toxicity and
Exposure Pathways
Emrah Dural**
! Institute of Forensic Sciences, Ankara University

Abstract

Benzene, Toluene, Ethylbenzene and Xylenes isomers
(BTEX) are in a class of chemicals known as volatile organic
compounds (VOCs) and they are present in a range of
commercial products because of their wide industrial usage.
BTEX are emitted to the environment from an extensive
variety of sources including combustion products of wood
and fuels, industrial paints, adhesives, production of plastic,
solvents, degreasing agents, aerosols, cigarette smoke, also as
intermediates in the production of other chemical substances.
BTEX compounds are among the most abundantly produced
chemicals in the world. Therefore, they are ubiquitous among
samples of environmental concern, the human exposure
to these aromatic hydrocarbons occurring by ingestion,
inhalation or absorption through the skin. In order to reduce
the human intake of these hazardous substances a chemical
control (and consequently methods of analysis) is desirable.
BTEX are the most widely used aromatic hydrocarbons
solvents in the process of preparation of paint. Therefore,
in practice, spray paint workers are occupationally exposed
to this mixture of solvents, named BTEX. These chemicals
have toxic health effects depending on duration and levels of
exposure, even at microgram per cubic meter concentrations.
Toluene, ethylbenzene and xylenes have harmful effects on
the central nervous system. Benzene in particular is a well-
known genotoxic carcinogen and has caused great concern
historically as an occupational health hazard. BTEX exposure
is basically known to be originated from industrial sources
highlighting occupational exposure; on the other hand, recent
studies showed that non-occupational exposure is becoming a
growing risk for the city dwellers.

Benzen, Toluen, Etil Benzen, Ksilen (BTEX) Toksisitesi ve
Maruziyet Yollari
Emrah Dural**
t Adli Bilimler Enstitiisii, Ankara Universitesi

Ozet

Benzen, Toluen, Etilbenzen ve Ksilen izomerleri (BTEX)
ucucu organik bilesikler olarak adlandirilan bir sinifta yer
alirlar ve endistrideki genis kullanimlari sebebiyle ticari
Grlnlerin igerisinde yaygin olarak bulunmaktadirlar. BTEX
aga¢c ve akaryakit yanma (Urinleri, endistriyel boyalar,
yapistiricilar, plastik Urtnler, ¢oziculer, temizleme Urinleri,
aerosoller, sigara dumani ve ayni zamanda diger kimyasal
maddelerin Uretiminde ara Urlnlerini de barindiran genis
cesitlilikteki kaynaklardan c¢evreye vyayllmaktadir. BTEX
bilesenleri diinyada miktarca en ¢ok (retilmekte olan
kimyasallar arasindadir. BTEX birlesenlerinin cevre ile iliskili
orneklerin icerisinde yaygin olarak bulunmalari, insanlarin
bu hidrokarbonlara oral, inhalasyon ya da absorbsiyon
(deri) yoluyla maruz kalmalarina neden olmaktadir. Bu
tehlikeli maddelere insanlarin maruziyetini azalmak amaciyla
sinirlayici kimyasal kontrol mekanizmasi (dolayisiyla analiz
yontemleri) arzu edilendir. BTEX bilesenleri boya hazirlama
isleminde en yaygin kullanilan aromatik hidrokarbonlardir. Bu
nedenle, uygulamada, sprey boya iscileri mesleki olarak ismi
BTEX olan bu ¢ozlicllerin karisimlarina maruz kalmaktadirlar.
Bu kimyasallarin, metrekiip konsantrasyon basina mikrogram
diizeyinde dahi, slire ve maruziyete bagli olarak saglik Gizerine
toksik etkileri bulunmaktadir. Toluen, etilbenzen ve ksilen’in
merkezi sinir sistemi Uzerinde zararli etkileri bulunmaktadir.
Benzen ozellikle iyi bilinen genotoksik karsinojendir ve bir
mesleki saglik hasari etkeni olarak ge¢cmiste bliyik olaylara
neden olmustur. BTEX maruziyetinde temel olarak enddistriyel
kaynakli mesleki maruziyetin 6nemi bilinmekle birlikte, son
yapilan ¢calismalar mesleki olmayan maruziyetin sehir sakinleri
icin biyimekte olan bir risk oldugunu géstermektedir.
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GUVENLI KAN TRANSFUZYONU
Duygu Yavuz*,. Fadime Sen**,. Jale Nur Ding*,
Nergis Cantlirk*
*Ankara Universitesi Adli Bilimler Enstitiisii
** Ankara Universitesi Tip Fakiiltesi Hastanesi Serpil Akdag
Kan Merkezi

OZET

Kan tranflizyonu; kan veya trombosit, eritrosit ve
plazma gibi kan drinlerinin damar yoluyla ihtiyaci olan
kisilere verilmesi islemidir. Bakteriyal, viral, parazitik, fungal
enfeksiyon hastaliklarinin bulasmasinda en yaygin ve en
kolay yoldur. Kan ve kan Griinleri transfiizyonlarinda en ¢ok:
hepatit B-C, HIV ve sifiliz hastaliklari gorilir. Guvenli kan
transfliizyonunda donoérlere 6n tarama, degerlendirme ve
izleme islemleri uygulanir

Onceki zamanlarda disiik ekonomik statiiden dolayi
Ucretli donorlerden kan tranflizyonu daha yaygindi. Son
zamanlarda gondlli ve devamli donorlerden kan tranflizyonu
sayesinde, depo kanlardan enfeksiyon bulasma riski azalmistir.

Tum diinyada oldugu gibi tlkemizde de kan tranflizyon
Oncesi tarama testleri yapilmaktadir. Turkiyede yapilmasi
zorunlu bu testler HBsAg, anti-HCV, anti-HIV, VDRL yada RPR
dir. Bu testlerin yapilmasi yasal olarak zorunludur. Bu tarama
testleri enfeksiyon hastaliklarinin bulasindan korunmak igin
kullanilmaktadir.

Saglikl oldugunu dlstinen bireyler icin sonucu pozitif
cikan bu tarama testleri kisinin kendi sagliklari hakkinda bilgi
edinmesi igin 6dnemlidir. Enfekte kisiler uyarilmali ve tekrar
kan vermemesi icin kayit altina alinmalidir.

Anahtar kelimeler: enfeksiyon, kan transflizyonu, HIV,
Hepatit, frengi

SAFETY BLOOD TRANSFUSION
. Duygu Yavuz*,. Fadime Sen*¥*,. Jale Nur Ding¢*, Nergis
Cantiirk*
*Ankara Universitesi Adli Bilimler Enstitiisii
** Ankara Universitesi Tip Fakiiltesi Hastanesi Serpil Akdag
Kan Merkezi

ABSTRACT

Blood transfusion is defining whole blood or blood products
as platelet, erythrocyte or plasma are given to patients with
vascular way. The most common and easiest way of spreading
of infection disease (bacterial, viral, parasitic and fungal) is
blood or blood products transfusions. Hepatitis B-C, HIV, and
syphilis are the most common infectious diseases associated
with blood transfusion. Safe blood transfusion is required
donor selection, using screening tests, and reporting and
monitoring infections.

Phlebotomy from paid donors in the previous year were
common. In this case, people with low socio-economic
status was being directed them to donate blood. Recently,
Phlebotomy from voluntary and continuous donors caused less
frequently infectious agents in reservoir blood.

Screening tests performed before blood transfusion as in
all over the world in our country Turkey. HBsAg, anti-HCV, anti-
HIV, VDRL or RPR tests are required by the legal way to do the
tests before blood transfusion in Turkey. These screening tests
are using for protection recipients from infectious diseases.

Itisimportant that reporting screening tests positive results
to donors who believe in good health. In addition, infected
people must warn and record for not to donate blood again.

Key words;infection, blood transfusion, HIV; Hepatit;syphilis
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WHAT BRINGS THE REGULATION OF TRADITIONAL AND
COMPLEMENTARY MEDICINE IN TURKEY

Bilge Gegioglu M.D.*,Melike Ozlem Bilgili*,Ersel Gegioglu M.D.**
* Ankara University, Institute of Forensic Sciences
** Gazi University,Acupuncture and Complementary Medicine
Center

ABSTRACT

Nonconvantional medicine as called by the Europan Parliament
and the parliamentery assembly of the council of Europa; it is titled
as’ Complementary and Alternative Medicine(CAM) ‘by the final
report of CAMbrella; a pan-europan research network under World
HealthOrganisation( WHO).

Traditional Medicine is defined as “the sum of the
knowledge,skills,and practices based on the theories,beliefs,and
experiences indigenous to different cultures,whether
explicable or not, used in maintance of health as well as in the
prevention,diagnosis,improvement or treatmant of physical or mental
illness” by WHO.

The goals of the WHO Traditional Medicine Strategy 2014-
2023 are to support members stated in;Harnassing the potential
contribution of traditional medicine to health, wellness and people
centered health care; and promoting the safe and effective use of
traditional medicine.

There is various legistations of CAM in Europan Countries. 17 of
39 country have a general CAM legistations in Europa.

On the 7-8 of the March 2014 a conference organised
by the Traditional,Complementary and Alternative Medicine
Practices Department titled as “International Approach To
Traditional,Alternative and Complementary Medicine”

For determining principles created such as titles ;biological
based practices, mind body related applications, energy used
applications,manuplative practices and whole body affecting
applications and evidence based infrastructures of the
applications,prevalance in our country, prevalance in the world,have
created any legistration,criteria related to educational process,cost
analysis,qualification of practitioners and their application were
evaluated seperately.Result of the study commission set out 14 title
of 30 in the framework of regulations of CAM, also acupuncture is
entitled.

In France only medically qualified Professionals are allowed to
practice CAM and teaching CAM to physicians permitted.

In France, 9 February 2010 Acupuncture is a medical practice in
a court and only medical doctors, veterinarians have been reported
and can be applied by midwives. And reimbursed by health insurance.

In Germany, Medical doctors and Heilpraktiker may practice
CAM applications, the state insurance companies partially pay the
application practiced by a qualified medical doctor.

In the US 15 states have regulated the practice and access to non-
conventional medicine implemented either by licensed physician or
by licensed professionals. Refunds vary according to the content of
the insurance tariff as in legislation between the states.

The aim of the ‘Regulation of Practicing Traditional and
Complementary Medicine’, published in the official press N0:29158
dated 10.27.2014, are identifying the kinds of practicing traditional
and complementary medicine for human health, training of the
practitionars ,and, deciding the procedures and principles of health
care institutions in which traditional and complementary medicine
will practiced.

The regulation defines the people who will be the members of
the scientific commitee, the duties of them and the certification,
education, essentials of practicing traditional and complementary
medicine.

Which kind of medical aplications will be practiced? In which
indications,in which conditions will be the pacticed? Who can
practice? What are the penal and administrative sanctions?We will
look for the answers of theese questions.

Keywords:Complementary medicine,Regulation,Turkey

TURKIYE’DE GELENEKSEL VE TAMAMLAYICI TIP UYGULAMALARI
YONETMELiGi NELER GETiRiYOR!

Bilge Gegioglu*,Melike Ozlem Bilgili*,Ersel Gegioglu**
*Ankara Universitesi, Adli Bilimler Enstitiisii
**Gazi Universitesi, Akupunktur ve Tamamlayici Tip Merkezi

OZET

Avrupa Parlamentosu ve Avrupa Konseyi Parlamenter Heyetinin
‘Konvansiyonel olmayan tip’ olarak adlandirdigi uygulamalar
Diinya Saglik Orgiitii(DSO) tarafindan tiim Avrupa arastirma agl
‘CAMbrella’ final raporunda ‘Tamamlayici ve Alternatif Tip(TAT)’
olarak adlandiriimistir.

Geleneksel tip, DSO tarafindan “Agiklanabilen vya da
aciklanamayan farkh kdiltlrlere 6zgu teorilere inanislara ve
tecriibelere dayanan ve fiziksel ruhsal hastaliklardan korunma,
onlarin teshis, iyilestirme ve tedavisi gibi sagligin korunmasi igin
kullanilan bilgi, yetenek ve uygulamalarin toplamidir”” seklinde tarif
edilmistir.

DSO 2014-2023 Geleneksel Tip Stratejisinin amaci; tye lkeleri
geleneksel tibbin saghga, saghkh yasama ve halk odakh saghk
sistemine potansiyel katkisinin devreye sokulmasi, diizenleme ve
arastirmalar yaparak geleneksel tibbin glivenli ve etkin kullaniminin
tesvik edilmesi hususunda desteklemek olarak ifade edilmistir.

Avrupa Ulkelerinde TAT igin farkh mevzuatlar mevcuttur.
Avrupa’da 39 llkeden 17’si genel TAT mevzuatina sahiptir.

7-8 Mart 2014’te Geleneksel Tamamlayici ve Alternatif Tip
Uygulamalari Daire Baskanligi'nca “Geleneksel, Tamamlayici ve
Alternatif Tip (GTAT) Uygulamalarina Uluslararasi Bakis” konferansi
dizenlenmistir.

Esaslar belirlenirken Biyolojik temelli uygulamalar, zihin beden
iliskili uygulamalar,Enerji kullanilan uygulamalar manupulatif
uygulama teknikleri ve tim sistemleri etkileyen uygulamalar gibi
baghklar olusturulmus bu uygulamalarin kanita dayali altyapilari
Ulkemizdeki  yayginligi,yurtdisindaki  yayginhgi, herhangi bir
mevzuat olusturulmus mu,egitim sireciyle ilgili kriterler,maliyet
analizleri, uygulayicilarin nitelikleri, ve uygulama alanlari ayri ayri
degerlendirilmistir. 30 kadar baslikla yola gikan komisyon galismalari
sonucunda Akupunkturu da kapsayan 14 baslk altinda gergeve
yonetmelik hazirlandi.

Fransa'da 9 Subat 2010 da bir mahkeme kararinda
Akupunkturun tibbi bir uygulama oldugu ve sadece tip doktorlari,
ebe ve veterinerler tarafindan uygulanabilecegi bildirilmistir. Saghk
sigortalari tarafindan da geri 6denmektedir.

Almanya’da Tip doktorlari ve heilpraktiker TAT uygulamalari
yapabilirken eyalet sigorta sirketleri de kalifiye tip doktorlari
tarafindan yapilan TAT uygulamalarini kismen 6demektedir

ABD ‘de 15 eyalette konvansiyonel olmayan tibbin lisansh doktor
ya da lisansli profesyonellerce uygulanmasi ve bu hizmete erisimle
ilgili yasal dizenlemeler yapilmistir. Geri 6demeler ise eyaletler arasi
yasal dizenlemelerde oldugu gibi sigorta tarifelerinin igeriklerine
gore degisiklik gostermektedir.

27/10/2014 tarih 29158 sayili Resmi Gazete’de yayinlanan
“Geleneksel ve Tamamlayici Tip Uygulamalari Yonetmeligi”’nin amaci
‘insan sagligina yonelik geleneksel ve tamamlayici tip uygulama
yontemlerini belirleyerek bu ydntemleri uygulayacak kisilerin
egitimi ve yetkilendirilmeleri ile bu ydntemlerin uygulanacagi
saglk kurumlarinin galisma usul ve esaslarini diizenlemek’ seklinde
belirtiimektedir

Yonetmelikte bilim komisyonunun kimlerden olusacagi, gérev
tanimlari, uygulamayi yapacak kisi ve birimlerin sertifikasyon,
egitim, calisma esaslari belirlenmistir.

Geleneksel ve tamamlayici tip uygulama Uniteleri veya
merkezlerinde hangi islemler uygulanacak, hangi endikasyonlarda,
hangi kosullarda uygulanacak? Kimler tarafindan uygulanabilecek?
idari ve cezai mieyyideler neler? Biz bu sorularin cevaplarini
arayacagiz.

Anahtar Kelimeler: Tamamlayici tip, Yonetmelik, Turkiye
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BABALIK TESTINDE 16 STR GEN BOLGESINiN YETERSiZ KALMASI
_Ciineyt Elma, Giilsiim Handan Sinan
Ankara Universitesi Tip Fakiiltesi Adli Tip Anabilim Dali

Adli DNA incelemelerinde genetik kimliklendirme igin diinya standartlarinda kullanilan STR gen bdlgeleri tercih edilir. GinimUzde 16 STR gen bdlgesi ile
elde edilen DNA profili kisiye 6zel genetik kimlik olarak kabul edilmekte ve soybagi tespitlerinde kullanmaktadir. Bununla birlikte laboratuvarimizda inceledigimiz
vakada oldugu gibi bazi durumlarda babanin tespitinde standart olarak kullanilan 16 STR gen bélgesinin yetersiz oldugu gortGlmustir.

2012 yilinda laboratuarimiza gelen 6zel basvuruda 2006 dogumlu gocuk N.B. nin babasinin kim oldugu sorulmaktadir. Cocuk N.B., anne P.B. ve baba
adaylari M.B. ile H.i.B/den DNA testi igin gerekli agiz ici siiriintii 6rnekleri alinmistir. Baba adaylari M.B. ile H.i.B kardestirler. Anne, ¢ocuk ve baba adaylari
standartlarda uygulanan 16 STR gen bélgesi testi ile mukayeselendirildiginde her iki baba adayinin da gocukla uyumlu oldugu annenin teste dahil olmasinin da
ayirmi saglayamadig) goériilmistir. Baba adaylari M.B. ile H.I.B.nin genotiplerinin birbirine cok yakin olmasi ayirimi olanaksizlagtirmis, kardes olmalari nedeniyle
Y-STR analizi uygulanamamistir. Bu durumda ayirim gliclini artirmak amaciyla 16 STR bolgesine ek olarak farkli 7 STR bolgesi daha kullanilmistir. Sonug olarak
3 STR bolgesinde ayirim saglanarak M.B. nin baba oldugu tespit edilmistir. Kapali toplumlarda ve akraba evliliklerinde daha ¢ok rastlanan bu gibi durumlar géz
onine alindiginda 16 STR bélgesinin soybagi belirleme igin yetersiz oldugu anlasilmakta en az 22 gen bolgesi ile testlerin standardinin yiikseltiimesi geregi
anlasiimaktadir.

Son yillarda farkh gen bolgeleride eklenerek 30’un lzerinde STR bolgesi standartlarda kullanilabilir duruma getirilmisti. DNA profili ile sug olaylarinin
aydinlatilmasi, kimligi belirsiz cesetlerin kimliklendirilmesi ve soybagi belirlenmesi igin kullanilr.

2012 yilinda labaratuarimiza gelen bagvuruda 2006 dogumlu ¢ocuk N.B. nin babasinin kim oldugu sorulmaktadir. Bunun igin gocugun nifusunda kayith
babasi 1977 dogumlu M.B. ile anne P.B. ve diger baba adayi 1975 dogumlu H.i.B. basvuruda bulunmuslar ve DNA testi icin gerekli agiz igi siiriinti érnekleri
alinmigtir.Baba adaylarindan M.B. ile H.i.B. birbirleriyle kardestirler.

Kisilerden alinan 6rneklerden elde edilen DNA’lar ile 16 STR gen bolgesi AmpFISTR Idendifiler kiti ile amplifiye edilmistir. (D8s1179, D21s11, D7s820, CSF1PO,
D3s1358, THO1, D13s317, D16s539, D2s1338, D19s433, VWA, TPOX, D18s51, Amelogenin, D5s818, FGA). ABI Prism 310 Genetic Analyser’da Gene Scan programi
ile analizlenmis ve tablo-1 de gorildigi gibi cocugun gen balgelerinin her iki baba adayi ile uyum gosterdigi tespit edilmistir. Anne’nin teste dahil olmasi ayirimi
saglamamistir. Her iki baba adayi anne ile birlikte gocukla tam uyum gostermistir.

Baba adaylarinin kardes olmasi ve allellerinin birbirine ¢ok yakin olmasi hatta kullanilan 16 STR gen bdlgesinde birer allelinin ayni olmasi ayirim gliclint
kisitlamigtir.

Baba adaylarinin kardes olmalarindan dolayi ayirim saglayabilecek Y-STR analizi yapilamamistir.

Ayirimi saglamak igin gen bolgesi sayisini artirmak amaci ile Power Plex CS7 STR kiti ile 7 gen bolgesi ( LPL, F13B, FESFPS, F13A01, PentaD, PentaC, PentaE)
daha galisilmig ve Tablo-2 de gériilen sonuglar elde edilmistir.

Her iki baba adayi, anne ve ¢ocuk degerlendirildiginde; F13A01, PentaD ve PentaE olmak tizere 3 gen bolgesinde ayirim tespit edilmis ve ¢cocuk N.B. nin
H.I.B. nin gocugu olmadigi, M.B. nin cocugu oldugu tespit edilmistir.

Kisilerle yapilan ikinci gériismede baba adaylarindan M.B. ile H.I.B. nin anne ve babasi arasinda akrabalik iligkisi olmadigi 6grenildi ve bu testi daha énce
baska bir laboratuarda sadece H.i.B. ile cocuk N.B. arasinda yaptirdiklari ve olumlu sonug aldiklari 6grenildi.

Bu durumda baba adaylarindan sadece H.i.B. ve ¢ocuk arasinda standart olarak kullanilan 16 STR gen bélgesine gére test yapilmasi hatta teste anneninde
dahil edilmesi durumunda bile tam uyum gériilmesi babanin H.i.B olarak yorumlanmasina neden olmaktadir. Her iki baba adayinin kardes olmasi bile genelde
boyle bir sonugtan sonra dikkate alinmayabilir.

Kapali toplumlarda ve akraba evliliklerinin birkag kusak devam etmesi sonucu gen bolgelerindeki allelerin birbirine cok yakin olmasi durumlarinda, standart
olarak galisilan 16 STR gen bélgesi anne baba ve ¢ocuk arasinda ayirim glictini azaltmaktadir. Bu durum farkina varilamayabilir ve yanlis tespitler yapilmasina
neden olabilir.

Tablo 1
Gen Bolgeleri H.i.B M.B. P.B. N.B
D8s1179 13,14 13,14 11,15 11,14
D21s11 30,30.2 30.2,31 33.2,33.2 30.2,33.2
D7s820 8,12 8,12 10,11 10,12
CSF1PO 10,11 11,13 10,13 10,11
D3s1358 16,17 15,16 15,17 15,17
THO1 7,9 9,9 6,9.3 6,9
D13s317 9,11 9,11 8,9 9,9
D16s539 11,12 9,11 11,11 11,11
D2s1338 19,19 19,19 25,26 19,25
D19s5433 13,13 13,13 15,15 13,13
VWA 16,18 16,17 14,18 16,18
TPOX 8,8 8,8 10,11 8,11
D18s51 13,13 12,13 13,15 13,13
Amelogenin XY XY XX XY
D5s818 11,12 11,12 11,12 11,11
FGA 20,21 20,23 22,22 20,22

Tablo 2
Gen Bblgeleri H.i.B M.B. P.B. N.B
LPL 10,11 10,11 9,11 9,10
F13B 9,10 9,10 8,9 8,10
FESFPS 10,11 10,12 10,11 11,13
F13A01 3.2,6 5,6 57 7,7
PentaD 9,14 12,14 9,12 9,13
PentaC 11,13 11,13 5,13 5,11
PentaE 13,14 11,17 5,17 5,11
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Micro RNA Profiling In Forensic Analysis

Mehmet Kadir Erdogan”
* Department of Biology, Faculty of Arts and Sciences,
Bingol University, 12000, Bingél, Turkey
mehmetkadirerdogan@gmail.com

Micro-RNAs (miRNAs) are a class of small non-coding RNA
(ncRNA) molecules with a length of 18-24 nucleotides which
regulate gene expression at the post-transcriptional level.
Several studies revealed that miRNAs have considerable roles
especially in cell proliferation and differentiation, embryonic
development, immune regulation, hematopoiesis, apoptosis
and in the pathogenesis of many human diseases, for instance
cardiovascular diseases, many different kinds of cancer and
metabolic disorders.

The stains can be a combination of different body fluids;
for instance, semen and vaginal material or blood and saliva in
many forensic casework. For the successful resolution of DNA
mixtures there are many methods, but there is no analytical
technique for resolving mixtures of body fluids. MiRNA profiling
has more advantages than mRNA profiling. Their tiny size of
about 22 nt, stability and tissue-specific expression make it less
susceptible to degradation caused by chemical and physical
environmental strain and enable miRNA as an ideal biomarker
for body fluid identification.

Numerous published studies have demonstrated that the
potential of miRNA profiling for forensic science and strongly
encourage greater attention to this molecular species. With an
increasing number of miRNAs available on the chips, which are
commonly used for screening, more specific miRNAs could be
selected for the purpose of body fluid identification.

Keywords: Micro RNA (miRNA), forensic analysis, body
fluid, profiling

Adli Analizlerde Mikro RNA Profilleme

. Mehmet Kadir Erdogan’
* Bingol Universitesi, Fen-Edebiyat Fakiiltesi, Biyoloji
Boliimii, 12000, Bingol, Tiirkiye
mehmetkadirerdogan@gmail.com

Mikro RNA’lar (miRNAs) 18-24 niikleotid uzunluguile post-
transkripsiyonel seviyede gen ekspresyonunu diizenleyen,
kiicik kodlanmayan RNA (ncRNA) molekiillerinin bir
sintfidir. Yapilan gesitli calismalar miRNA’larin 6zellikle hiicre
¢ogalmasi ve farklilasmasi, embriyonik gelisim, bagisikligin
dizenlenmesi, hematopoiezis, apoptozis ve kardiyovaskiler
hastaliklar ile ¢ogu insan hastaliginin patogenezinde-kanserin
pek ¢ok farkl tiri ve metabolik diizensizlikler gibi-Gnemli
rollere sahip oldugunu ortaya ¢ikarmaistir.

Bircok adli vaka ¢alismasinda lekeler farkl vicut sivilarinin
bir kombinasyonu (6rnegin, meni ve vajinal materyal veya
kan ve salya gibi) seklinde olabilir. DNA karisimlarinin basarili
sekilde ¢ozlimi icin pek ¢ok yontem vardir, ancak vicut
sivilarinin karisimini ¢ézmek igin herhangi bir analitik teknik
bulunmamaktadir. MiRNA profilleme, mRNA profillemeden
daha fazla avantaja sahiptir. MiRNA’larin 22 bg olan kigik
boyutlari, stabiliteleri ve dokuya 6zgii ekspresyonlari, kimyasal
ve fiziksel cevresel zorluklarin sebep oldugu bozulmaya karsi
onlari daha hassas yapar ve viicut sivisi teshisi icin miRNA'ya
ideal bir biyomarker olma olanagi verir.

Yayinlanmis olan ¢ok sayida c¢alisma Adli Bilimler igin
miRNA profillemenin potansiyelini gostermistir ve bu
molekdler tiire olan biylk ilgiyi fazlasiyla tesvik etmektedir.
Tarama igin yaygin olarak kullanilan ve ¢ipler Uzerinde
bulunan miRNA’larin giderek artan sayisi ile, daha spesifik
miRNA'lar viicut sivisi teshisi amaci ile segilebilir.

Anahtar Kelimeler: Mikro RNA (miRNA), adli analiz, viicut
sivisi, profilleme
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ADLi OLGULARDA EVCiL KEDILERIN
mtDNA VE STR ANALIZLERI
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Gunumuzde evcil hayvanlar ¢ok yogun olarak insanlarla
temas halindedir. Evcil kedilere ait kil 6rnekleri suglu ya
da magdur Uzerindeki giysilerde ya da kisisel esyalarda
bulunabilir. Bu amacgla kedilerin kil 6rneginden yapilacak
mtDNA ve STR analizi suglu-magdur iliskisinin tespitinde
olayin aydinlatilabilmesi agisindan oldukga 6nemlidir.
Mitokondrial DNA genomu Uzerinde kontrol bdlgesi ya da
kodlamayan bolge olarak bilinen bélgenin yiksek mutasyon
oranina sahip olmasi bu boélgenin DNA analizleri agisindan
popiler olmasini saglamistir. Kedi (Felis catus) mitokondrial
DNA dizisi 1996 yilinda Lopez ve ark. tarafindan yayinlanmistir
ve referans dizi olarak kullaniimaktadir. Kontrol bdlgesi
1560 bp olup, HVI, HVII, D-loop ve kisa tekrarli bolgelerden
olusmaktadir. Evcil kedilere 6zgii STR analizlerinde FCAQO5,
FCA026, FCAO08, FCA126, FCA132, FCA201, FCA224, FCA023,
FCA290, FCA043, FCA058, FCA77 ve FCA090 olmak Uzere
13 marker kullanilmaktadir. mtDNA veya STR analizlerinde
kapiler elektroforez ile tiplendirme gergeklestiriimektedir.
Felis catus kil 6rneginden ilk kez 1996 yilinda gerceklesen
bir cinayet olgusunu aydinlatabilmek icin adli amagli mtDNA
analizi yapilmistir. Once STR analizi ile tiplendirme yoluna
gidilmis ancak dokulmis kil 6rneginden genomik DNA eldesi
saglanamayip, basarili tiplendirme gerceklestirilememistir.
Bu amagla mtDNA analizi yapilarak ornek tiplendirilmistir.
Sonug olarak evcil kedilerin mtDNA ve STR analizleri, olay yeri
incelemelerinde 6nemli bir delil kaynagi olacaktr.

Anahtar Kelimeler : Felis catus, mtDNA, STR, olay yeri
incelemeleri

mtDNA AND STR ANALYSES OF DOMESTIC CATS IN
FORENSIC CASES

Itir Erkan, Kadir Dastan?, M. Ozlem Kolusayin?,
E. Hiilya Yiikseloglu?
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2|stanbul University, Institute of Forensic Sciences, Istanbul
3 Istanbul University, Cerrahpasa Medical Faculty,
Department of Forensic Medicine, Istanbul

E-mail: itir.erkan@yeniyuzyil.edu.tr - 0212 444 50 01 / 1212

Inour daily life, asitis well known that the pets and domestic
animals are typically in close contact with the people. The hair
samples of domesticated cats are obtainable on perpetrator or
the clothing on the victim. In line with this purpose, it’s seminal
to carry out mtDNA and STR analysis of cat hairs in order to
clear up anincident and shed light on a forensic case. The high
mutation rate of the non-coding control region on mtDNA
genome had enabled this region to be popular and analysis of
choice in terms of DNA profiling. The mtDNA sequence of the
cat (Felis catus) has been identified by Lopez et. al in 1996 and
is utilized as the reference sequence today. The feline control
region spans about 1560 bp and includes HVI, HVII, D-loop and
short tandem repeats. In STR analyses of domestic cats, 13
microsatellite loci including FCA005, FCA026, FCA008, FCA126,
FCA132, FCA201, FCA224, FCA023, FCA290, FCA043, FCA05S,
FCA77 and FCA090 are currently used. Capillary electrophoresis
is performed predominantly to ensure profiling in mtDNA and
STR analyses. The first DNA analysis of cat fur in a murder case
occurred in1996 with Felis catus hair sample. At the outset,
profiling using STR analysis was implemented however, the
loss of epithelial cells and root tag materials had prevented
the success of the genotyping. To that end, since STR analysis
was failed in that criminal investigation, mtDNA sequencing
of cat fur was performed as an option through inclusion or
exclusion and had successfully been employed for profiling.
Consequently, the mtDNA and STR analyses of domestic cats
will be a considerable evident in crime scene investigations.

Key Words mtDNA, STR, crime scene
investigations

Felis catus,
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Does human hands bacterial flora useful for identification in
forensic sciences? .
Ayse Kaya, Hiiseyin Cakan, Filiz Ekim Cevik, Vecdet Oz
Istanbul University, Institute of Forensic Sciences,Istanbul

By means of its scientific ability in identifying evidences,
forensic science provides significant contribution to the judicial
system all around the world. New types of crimes and criminals
brought along by the rapidly developing technology and the
changing social life have triggered a process that strengthens
the abilities of forensic science applications. As a consequence
of this process the field of forensic microbiology among
forensic science applications started to gain prominence and
through both domestic and international efforts the field in
question was developed into an confirmed and developed
field of science. In our study we aimed to utilize the remains
of bacterial masses people leave on the surfaces they touch
for the purposes of forensic identification.With consideration
of these characteristics of bacteria in our skin , in one of the
studies conducted in recent years it was demonstrated that
the determination of bacterial masses on human skin may
bring in a new perspective to forensic sciences. In this study
the differences between compositions of bacterial masses
of different individuals were determined to be statistically
significant.Within the scope of study, through the use of
sterile swab sticks, samples were collected from the dominant
hands of the individuals in our study group, formed of
students and employees of the Institute of Forensic Medicine
of the Istanbul University whose informed consents were
obtained in advance. In addition, samples were also taken
from the personal belongings of these individuals. Collected
samples were subjected to microbiological culture analyses
and planted on the related plates in terms of Gram negative
bacteria, Gram positive bacteria and Fungal culture. Whether
or not microorganism reproduction takes place were examined
through culturing. In cases where reproduction is confirmed,
diagnoses were made through species identification of the
microorganisms with the use of commercial identification
kits. Significant microorganism matches were determined as
a result of the evaluation of the data obtained in consequence
of the microbiological analyses carried out on the samples
collected with the consideration of the varying socio-economic
statuses and demographical characteristics of the participants.
Particularly, while Staphylococcus epidermidis, Staphylococcus
aureus, Corynebacterium sp, Propionibacterium acnes,
Micrococcus luteus, Diplococcus sp produced from Gram
positive bacteria and Bacillus sp produced from Gram
negative bacteria, mostly Candida sp produced from yeasts.
These obtained data indicates that the differences between
bacterial masses on skin are much larger than what was known
previously. Within the light of this study, the high diversity
of the bacterial masses on skin may be explained with the
differences between individuals. It is possible to assert that
bacterial masses on skin may be personalized by means of the
match between the bacteria available on the skin of the person
and those on the surface of the object the person touches.
Through this characteristic nature of bacteria, we aim to utilize
the microorganisms that are not visible to the naked eye as
evidences by being able to determine who has touched an
object in question.

Keywords: bacterial forensics, human microbiome, skin
microbiology, microbial ecology, microbiological analysis

insan El Florasindaki Bakteriler Adli Bilimlerde Kullanilabilir
mi?
Ayse Kaya, Hiiseyin Cakan, Filiz Ekim Cevik
Istanbul University, Institute of Forensic Sciences,Istanbul

Adli bilimlerde hizli gelisen teknoloji ve degisen toplumsal
yasamin beraberinde getirdigi yeni sug ve suclu tipleri, adli
bilim uygulamalarinin yeteneklerini kuvvetlendiren bir stireg
baslatmistir. Bu sirecin bir neticesinde, bu uygulamalar
icerisinde adli mikrobiyoloji alani kristalize olmaya baslamis
ve ulusal/uluslararasi gosterilen gayretler ile bu alanin
gelismesi saglanmistir. Calismamizda; herhangi bir temas
sonucu, kisilerin ellerindeki mevcut bakteri topluluklarinin
obje yuzeylerinde biraktiklari kalintilari adli kimliklendirme
yapabilmek i¢in kullanmayi planladik. Normal kosullarda deri
florasiniolusturanbakterilerikigruptaincelenmektedir. Deride
cogalip biylyen, sayl ve kompozisyon bakimindan kismen
stabil olan mikroorganizmalara derinin siirekli flora bakterileri
adi verilir. lkinci grup ise deri yizeyinde serbest olarak
bulunan ve dis kaynaklardan kontamine olan bakterilerdir.
Bunlara, derinin gecici kolonizasyon bakterileri denilmektedir.
Bakterilerin bu karakteristik 6zelliklerinden yola c¢ikarak
yapilan son yillardaki calismalardan birisinde, insan cildindeki
bakteri topluluklarinin tespitinin, adli bilimlere yeni bir bakis
acisi getirilebilecegi gosterilmistir. Yapilan bu c¢alismada;
bireyler arasindaki bakteritopluluklarinin kompozisyonundaki
farklilik, istatistiksel olarak anlamlandirilabilecek derecede
yiksek bulunmustur.Calismamizda, I.U. Adli Tip Enstitisi
Ogrencileri ve galisanlarindan, aydinlatilmis onami alinmig
olan kisilerle olusturdugumuz calisma grubumuzun
bireylerinin dominant olarak kullandiklari ellerinden steril
ekivyon (swap) cubuk ile &rnekler alinmaktadir. Ayrica,
bu bireylerin kisisel olarak kullandiklari esyalardan da
ornekler alinmaktadir. Alinan 6rnekler, mikrobiyolojik
kiltir incelemeleri yapilarak Gram negatif bakteri (-), Gram
pozitif bakteri (+) ve Mantar kaltlrl yoninden ilgili plaklara
ekilmektedir. Mikroorganizma tremesi olup olmadigi kultlr
yéntemi ile arastiriimaktadir. Uremenin olmasi halinde,
ticari identifikasyon kitleriyle mikroorganizmalarin tir tanisi
yapilarak teshis gerceklestirilmektedir.Calisma grubumuzdaki
kisilerden aldigimiz 6rneklerle yaptigimiz mikrobiyolojik
incelemelerin sonucunda elde ettigimiz verileri, bu kisilerin
farkl sosyo-ekonomik durumlarini ve demografik bilgilerini
de gbz oOniline alarak, degerlendirdigimizde anlamh
mikroorganizma eslesmeleri saptadik. Ozellikle Gram pozitif
bakterilerden Staphylococcus epidermidis, Staphylococcus
aureus, Corynebacterium sp, Propionibacterium acnes,
Micrococcus luteus, Diplococcus sp; Gram negatif
bakterilerden Bacillus sp; mayalardan Candida sp Gremistir.
Elde ettigimiz bu veriler; ciltte bir arada bulunan bakteri
topluluklarinin farkliiginin daha once bilinenden oldukca
fazla oldugunu gostermistir. Yaptigimiz bu calisma 1s1ginda,
ciltte yer alan bakteri topluluklarinin gesitliliginin fazla
olmasi, bireyler arasi farkliliklar ile aciklanabilir. Objeye
dokunan kisinin cildinde bir arada bulunan bakterilerle,
objenin yiizeyindeki bakterilerin eglesmesi sayesinde ciltteki
bakteri topluluklarinin kisisellestirilebilecegi soylenebilir.
Bakterilerin bu karakteristik yapilari vasitasiyla, nesnelerin
kim tarafindan ellendigini ayirt edebilme yetenegine sahip
olarak, gozle goriilemeyen mikroorganizmalari adli bilimlerde
delil olarak kullanabilmeyi hedefliyoruz.
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Biyomarkor Olarak Ubikinon Kullanimi
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Giris: Yapisal olarak benzokinonlar ve nafitokinonlar
olarak iki ana sinifa ayrilan izoprenoid kinonlar hem aerobik
hem de anaerobik organizmalarda bulunmakta, elektron
tastyicilari veya antioksidanlar olarak gorev almaktadir.
Biyomarkor olarak tercih edilen en 6nemli kinon 10 izoprenoid
zincire sahip olan koenzim-Q (Q10)’dur. Bu arastirmanin
amaci ubikinonlarin hangi tar c¢alismalarda kullanildiginin
belirlenmesi ve biyomarkér olarak 6neminin vurgulanmasidir.
Ubikinonlar prokaryotik sistematikte, 6zellikle aerobik gram
negatif bakterilerde, familya ve cins dilizeyinde vyapilan
siniflandirmada tercih edilen 6nemli bir kemotaksonomik
belirtegiken; hiicre hasari, kanser radikalleri, enzim aktiviteleri
gibi konularin arastirilmasinda da yararlanilan serbest lipitler
tirevlerindendir.

Geregler ve Yontemler: Ubikinonlar kullanilacagi calismaya
gore farklilik gosteren proseddrlere sahiptir. Lipit tiirevi olmasi
nedeni ile aseton, kloroform ve hegzan gibi lipit ¢oziculeri
kullanilarak bakteriyel hilicreden kolayca ¢ikarilabilmekte,
kromotografik teknikler ile belirlenebilmektedir. Isik ve
oksijen varliginda fotooksidasyona bir dereceye kadar
hassalik gostereceginden titiz bir ¢calisma gerektirmektedir.
Kullanim alani ¢ok genis oldugundan (6zellikle Q10) dolayi
farmostatik sanayide, in vitro kosullarda da Gretilerek ticareti
yapilmaktadir.

Bulgular: Bu arastirma sonucunda iki farkli alanda
ubikinonlarin  kullanimiyla ilgili bulgular elde edilmistir.
Bakteri sistematiginde, 6zellikle familya, cins veya tiir tanimi
yapilirken koenzim-Qve diger kinon tlrevlerine bakilmaktadir.
Alfaproteobakteria’larda baskin ubikinon koenzim-Q yani
Q10’dur, fakat bazi taksonlarda Q-9 ve Q11 de bulunmaktadir.
Betaproteobacteria lyelerinde genellikle Q-8 bulunmaktadir.
Gamaproteobacteria’da ise ¢esitli ubikinonlar mevcuttur.
Analiz edilen ubikinon tiirevine gore bakteriyel siniflandirma
yapiimaktadir.

Diger bir incelemede ise, model organizmalar lzerinde
yapilan galismalardan kimyasal maddelerin karaciger
enzimleri ve diger organlar Uzerindeki etkisinde, hiicre
hasari ve giderilmesini amaglayan calismalarda, kanser
olusum mekanizmalarina etkisinin ve kanser tedavilerinde
kullanilabilirliginin ~ arastirlmasinda,  kimyasal = madde
etkilesimlerinin incelenmesinde ubikinonlardan (6zellikle
Q-10) yararlaniimaktadir.

Sonuc¢ ve Tartisma: Bilimsel calismalarin giderek deger
kazanmasiyla, arastirilacak konu kapsami genislemekte,
biyolojik bilimlerde kullanilan bircok methoda alternatif
olabilecek yontemler aranmaktadir. Ubikinonlar, ¢ok farkli
alanlarda kullanilabilme 6zelligine sahip bir biyomarkor
olmasi nedeniyle gelecekte de molekiler biyoloji ile
ilgili bircok calismada tercih edilme olasihg! ylksektir. Bu
arastirmada amag, alternatif metodolojide kullanilabilecek
onemli bir biyokimyasal markoriin taninmasini saglamaktr.
Diinya ¢apinda tibbi, molekiler ve biyokimyasal ¢alismalarda
ubikinonlarin kullaniminin artmasi ve yapilan calismalarin
gegerlilik kazanabilmesi igin bilimsel yayinlarinin yapilmasi
onerilmektedir.

Anahtar Kelimeler: Biyomarkér, Koenzim-Q, Ubikinon.

Use of Ubiquinone As Biomarker
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Introduction: Isoprenoid quinones which separating the
two basic class as benziquinone and naphythoquinone are
found in both aerobic and anaerobic orgsnisms. They are
function as electron transporter or antioxidance. They most
important quinone which prefer as biomarker are coenzyme Q
(Q-10) which as 10 isopyrenoid chain. This research aim that,
ubiquinones, used in determining which type of studies and
their emphasizing the importance as biomarker. In procaryotic
systematic, while ubiquinones particularly in gram negative
bacteria, are an important chemotaxonomycal marker
preferred classification family and genus level. They who
also utilized to investigate issues such as cell damage, cancer
radicals, enzyme activity, released one derivative lipids.

Material and Methods: Ubiquinones have to vary according
to study procedures to be used. They may be isolated from
bacterial cell, using lipid solvents such as; acetone, chloroform,
hexane easily, because of the lipid derivative and can be
determined with chromatographic techniques. They require
careful study to a certain degree will indicate a photooxydation
precision in the preference of light and oxygen. Because
of usage area is very large, in the pharmaceutical industry,
ubiquinones are made of commerce produced in vitro.

Finding: This study results, finding which related to usage
ubiquinone, was obtained. In bacterial systematic, while
definition family, genus and species, coenzyme-Q and other
quinone types are examined. In Alphaproteobacteria, dominant
ubiquinone is coenzyme-Q, so Q-10, but, there are Q-9 and
Q-11 in some taxa. in Betaproteobacteria members, generally,
there is Q-8. In Gamaproteobacteria, various ubiquinones are
available. Bacterial classification is done according to analyzed
ubiquinone types.

In another study, ubiquinones are used. For instance;
on the model organisms, effect on liver enzymes and other
organs of chemical, in an effort to cell damage and remedied,
the investigation of the effect of the availability of cancer
and cancer treatment mechanisms, and the investigation of
chemical interaction.

Result and Discussion: With increasing appreciation of
scientific studies, the scope of 1ssues to be investigated is
expanding and methods which could be an alternative used in
the biological science are sought. Due to having a biomarker
feature can be used in many different areas, Ubiquinones are
likely to be preferred in many studies related to molecular
biology, in the future. The purpose of this research, animportant
biochemical markers which may be used in alternative
methodologies is to provide recognition. it is recommended to
do the work of scientific publications to increase the use of
ubiquinones in worldwide medical, molecular and biochemical
studies and in order to acquire validity of studies.

Anahtar Kelimeler: Biomarker, Coenzyme-Q, Ubiquinone.
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The Role of mRNA in the Identification of Body Fluids
Ayca Ulubay, Hiisniye Canan, Ayse Serin, llker Duysak, Mete
Korkut Giilmen.

Cukurova University, Faculty of Medicine, Forensic Medicine
Department, Adana

Detection of the biological fluid or tissue type is
quite important in terms of origin detection in forensic
examinations. Detection of origin presents important data for
the reconstruction of crime scene and the discovery of how
the incident occurred. For this reason, separate conventional
techniques for each biological body fluid used including
microscopic, immunologic, chemical and enzymatic tests and
labor intensive work is needed. However, there is no test used
in high safety for each body fluid. Besides, there is also no
marker or a test routinely used effectively in the identification
of the biological materials such as vaginal secretion or
menstrual blood.

Recently, it has been obtained preliminary findings that
tissue specific mRNA could be used in the identification of
body fluids. In these studies, it is suggested that it can be an
alternative to the conventional tests due to being expressed
tissue specific, could be analyzed from little samples and
being studied simultaneously of the different mRNA markers
as reasons. So far, it has been reported that so many mRNA
markers being tested for applicability in body fluid and tissue
identification such as blood, semen, vaginal secretion and
menstrual blood.

Here, the findings about mRNAs which are tested to
identify the body fluids and mRNA analysis methods which are
used are presented.

Key words: Forensic mRNA analysis, identification, mRNA
marker, RT-PCR, body fluids.

Viicut Sivilarinin Tanimlanmasinda mRNA’nin Rolii
Korkut Giilmen.
Cukurova University, Faculty of Medicine, Forensic
Medicine Department, Adana

Adli amagli incelemelerde biyolojik sivi veya doku tipinin
belirlenmesi orijin tespiti agisindan olduk¢a Onemlidir.
Orijin tespiti olay yerinin yeniden canlandiriimasi ve olayin
nasil gerceklestiginin ortaya cikarilmasinda 6nemli veriler
sunar. Bu amacla geleneksel olarak kullanilan mikroskobik,
imminolojik, kimyasal veya enzimatik testlerde her
biyolojik viicut sivisi icin ayri teknige ihtiya¢ duyulmakta
olup, yogun is giclu gerekmektedir. Ancak, her vicut
sivist icin kullanilabilecek vyiksek glvenilirlikte bir test
bulunmamaktadir. Bunun yaninda, vajinal sekresyon,
menstruel kan gibi biyolojik materyallerin tanimlanmasi igin
heniiz rutinde kullanilabilecek etkin bir belirte¢ ya da test
yontemi de bulunmamaktadir.

Son donemlerde, viicut sivilarinin tanimlanmasinda
doku spesifik mesajci  ribontkleik asit (mRNA)’larin
kullanilabilecegine yonelik 6n bulgular edinilmistir. Bu
¢alismalarda, mRNA’larin doku spesifik ekprese olmalari,
az miktardaki o6rneklerden analizinin yapilabilmesi, farkl
doku tipi mRNA belirteclerinin ayni anda calisilabilmesi gibi
gerekgelerle geleneksel testlere alternatif olabilecegi ileri
surilmektedir. Simdiye kadar kan, semen, vajinal sekresyon
ve menstruel kan gibi farkli viicut sivilari ve dokularin adli
amach tanimlanmasinda kullanilabilirligi test edilen ¢ok
saylda mRNA belirteci bildirilmistir.

Burada, biyolojik viicut sivilarinin tanimlanmasina yonelik
olarak test edilen mRNA'lar hakkinda elde edilen bulgular ile
kullanilan mRNA analiz yontemleri aktarilmaktadir.

Anahtar kelimeler: Adli mRNA analizi, kimliklendirme,
mRNA belirteci, RT-PCR, viicut sivilari
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Sanik ve Magdur’ dan Biyolojik Ornek Alinmasinda
Hukuksal Siireg

Av.Mustafa R. Toprak, Adli Bilimler Enstitisii
Ankara Universitesi

Supheli, sanik ve magdurdan biyolojik 6rnekler alma
islemi suca iliskin delil elde etme amacina y6nelik olarak
yapilir. Bireyin agikta bulunan cilt bolgelerine sigramis kan,
tukurik gibi lekeler atesli silah kullanimi sonucu ciltte bulunan
barut artiklari vb. sugla ilgili ipuglari olusturabilecek ilgili
materyal sucun sabitlenmesinde ve dolayisiyla adaletin yerine
getirilmesinde dogal belirti niteliginde delil olusturmaktadir.
Bu dogal belirti niteligindeki deliller arasinda ayrica kil, sag,
magdur ile failin bogusmasi sonucu magdurun tzerinde kalan
faile ait kil, kepek, deri hiicresi gibi maddelerin yani sira uygun
kosullarda saklanmis kok folikili iceren kil veya kan 6rnekleri
de kritik 6nem tasiyan deliller olarak ele alinmaktadir.

Bu calisma’ da slipheli, sanik ve magdurdan biyolojik
ornekler alinmasinin hukuksal stiregleri ele alinmistir.

Anahtar kelimeler: biyolojik 6rnek, sanik, magdur,
hukuksal siireg

The Forensic Procedure for Biological Sampling from the
Defendant and the Victim

Mustafa R. Toprak

The biological sampling from the defendant and victim
has been applied to the cases in order to get the reliable
evidences on the crime. The blood spread out the open skin
areas, saliva, the gunpowder residue etc., form the evidences
called as natural indicator evidence dealing with the crime.
Hair, dandruft, skin cell, the hair with root follicle and also the
blood samples are taken into account as the critical evidences.

In the present study, the forensic procedure for the
biological sampling from the defendant and the victims are
discussed.
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Multidisciplinary Approach for Evaluation of Sexual Assault
Victims

Sevgi Gliney, Yasemin Bilican, Mustafa R. Toprak, Nergis
Cantiirk

There is a significant increase in the violence cases,
specially in cases of sexual assault with the modernization
process in today’s society. Approximately % 40 — 45 women in
European Union indicate that they have experienced at least
one sexual assault in their life time and that they know the
attacker somehow. In our country, knowing the attacker has a
higher rate such as % 97.

Sexual assault like all violence cases, is an destructor attack
to thephysical and psychological integrity. Sexual assault is
an the most severe form of abuse, independently from the
victim’s age, athnicity, religious, social background and sexual
orientation. Thus the mustidisciplinary approach should be
applied to the cases. The approach has a critical influence in
the assessment, evaluation ad treatment procedure.

In the present study, the multidisciplinary approach are
discussed.

Sexual victim, multidisciplinary

Key words: assault,

approach

Cinsel Saldiri Magdurlarinin Degerlendirilmesine
Multidisipliner Yaklagim

Sevgi Gliney, Yasemin Bilican, Mustafa R. Toprak,
Nergis Cantiirk

GUnimuiz toplumlarinda modernlesme sireci ile birlikte
siddet vakalarinda, spesifik olarak cinsel saldiri vakalarinda
ciddi artislar gozlenmektedir. Avrupa Birligine Uye Glkelerdeki
kadinlarin % 40 — 45’inin yasamlarinin herhangi bir evresinde
en az 1 kez cinsel tacize maruz kaldiklari, saldirganlarin biyiik
oranda magdurlarin yakini oldugu bildirilmektedir. Ulkemizde
cinsel saldiri magdurlari arasinda saldirgani 6nceden taniyor
olma % 97 gibi oldukga yiksek bir orandadir.

Cinsel saldiri, tiim siddet olgularinda oldugu gibi magdurun
bedensel ve psikolojik bitinligine saldiridir. Cinsel saldiri
magdurun yasl, etnik veya ulusal kékeni, dini, sosyal kékeni,
gdécmen statlsi veya cinsel yoneliminden bagimsiz bir
sekilde kisiye yonelik en agir istismar formudur. Fiziksel ve
psikolojik homeostatik durumunun bozulmasinin en agir
yasandigi bu vakalara multidisipliner yaklasim uygulanmalidir.
Multidisipliner yaklasim olgularin degerlendirme ve tedavi
sirecinde islevsel sonuglar elde edilmesinde ¢ok dnemlidir.

Bu calismada cinsel saldiri magdurlarina multidisipliner
yaklasim ele alinmistir.

Anahtar kelimeler: Cinsel saldiri, saldirgan, magdur,
multidisipliner yaklagim.
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ANKARA UNIVERSITESI TIP FAKULTESI ADLi TIP ANABILIM DALI NDA 2008 — 2013 YILLARI ARASINDA GERCEKLESTIRILEN
BABALIK TESTLERININ DEGERLENDIRILMESI
*Clineyt ElIma, Gilsiim Handan Sinan

Ankara Universitesi Tip Fakiiltesi Adli Tip Anabilim Dali

Genetik kimliklendirme 20 yili agkin suredir ilkemizde yapilmaktadir. Genetik teknolojisindeki gelismelerin analizlerin hizinin
ve givenirliliginin artirmasi ve kamuoyunun bilinglenmesi ile halk arasinda babalik testi olarak bilinen soybag testlerine talep
giderek artmaktadir. 2003 yilindan itibaren Ankara Universitesi Tip Fakiltesi adli Tip Anabilim Dalimizin Adli DNA incelemeleri
laboratuarinda mahkemelerden ve 6zel bagvurulardan kabul edilen kisilerden soybagi testleri gergeklestiriimektedir.

Bu calismamizda 2008 — 2013 yillari arasinda anabilim dalimiza yapilan babalik belirlemek amaciile yapilan basvurularin, resmi
ve Ozel basvuru oranlari, geldikleri sehirler, test yapilan baba ve ¢ocuklarin yaslari, cocuk sayisi genetik olarak babaligin kabul
ve red oranlari degerlendirilmistir. 703 basvuru incelendiginde 713 baba adayi ve 793 gocuk ile test yapildigi, test sonuglarinda
genetik olarak %80 oraninda uyum ve %20 oraninda red tespit edilmistir.
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NEUROBIOLOGY OF AGGRESSION AND VIOLENCE

Bio. Jale Nur Ding*, Dog. Dr. Nergis Cantiirk*
*Ankara Universitesi Adli Bilimler Enstitiist

ABSTRACT

Neurobiology, is the study area of the brain and
nervous system’s development, morphology, physiology
and biochemistry. Violent behavior is caused by specific
genetic factors as well as environmental effects. Therefore,
psychoanalytic, biological factors also should be considered
together with factors related to social and learning when
examining violence case. Violence and aggression, genetic
risks, and these risks can be seen as a result of events that
trigger. Deletions and polymorphisms of DNA is important in
this context. Structural defects in the brain, effective hormone
and their metabolism, neurotransmitter substances examined
were relevant entities. Violence-related neurodevelopmental
changes and functional consequences of these changes in the
brain gives us information about the cause of the behavior.
Identification of determinants of violence, the underlying
mechanisms provide lighting. So, take precautions and avoid
potential criminal case on the subject is also available benefits.
At the same time, neurobiological changes can be explained by
antisocial behavior and self-harm cases. When considering all
these, criminal violence in forensic evidence-based assessment
can be made in a descriptive approach.

Key Words:
aggression

neurobiology, neuroscience, violence,

SIDDETIN VE SALDIRGANLIGIN NOROBiYOLOJiSi

Bio. Jale Nur Ding*, Dog. Dr. Nergis Cantiirk*
*Ankara Universitesi Adli Bilimler Enstitusi

OZET

Norobiyoloji, beyin ve sinir sisteminin gelisimini,
morfolojisini,  fizyolojisini ve  biyokimyasini inceleme
alanidir. Siddet davranislari hem 6zel genetik faktorler hem
de cevresel kosullar etkisiyle meydana gelir. Bu nedenle
siddetle ilgili durumlar incelenirken psikanalitik, sosyal ve
o6grenme ile ilgili etkenlerle birlikte biyolojik etkenlerin de
ele alinmasi gerekmektedir. Siddet ve saldirganlik, genetik
riskler ve bu riskleri tetikleyen olaylar sonucunda gorilebilir.
Kromozom anormallikleri ve DNA polimorfizmi bu baglamda
onemlidir. Beyindeki yapisal kusurlar, etkili hormonlar ve
bunlarin metabolizmasi, nérotransmitter maddeler konuyla
ilgili incelenmis durumlardir. Siddetle iliskili nérogelisimsel
degisiklikler ve beyinde olusan bu degisikliklerin fonksiyonel
sonuglari bize davranisin sebebi hakkinda bilgi verir. Siddetle
ilgili belirleyicilerin tespit edilmesi, altta yatan mekanizmalari
aydinlatmayi saglar. Béylece konuyla ilgili koruyucu 6nlemler
alma ve olasi su¢ durumlarini dnleme yarari olacaktir. Ayni
zamanda norobiyolojik degisiklikler antisosyal davranislari
ve kendine zarar verme durumlarini da aciklayabilir.
Bu nedenle siddet ve 6zkiyim davraniglari arasinda da
norobiyolojik acgidan ortak noktalar saptanmistir. Tum
bunlar disinildiginde kanita dayali adli degerlendirme
yapilirken islenen sug dahilindeki siddet olaylarini agiklayici
bir yaklasimda bulunulabilir.
sinirbilim,

Anahtar Kelimeler:

saldirganhk

ndrobiyoloji, siddet,
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Adli Bilimlerde Taramali Elektron Mikroskopunun Kullanimi
Melek KOG, Ebru OZCAN, Ekin OZCAN, Ulkii AYTEKIN, Nergis
CANTURK
Kriminalistik Anabilim Dali, Adli Bilimler Enstitiisii, Ankara
Universitesi, Dikimevi, Ankara, Tiirkiye

Bilimin bir¢ok alaninda oldugu gibi adli bilimler alaninda da
cesitli aragtirma ve analiz metotlari gelismektedir. Bu yiizden,
su¢ ve suclular arasindaki iliskiyi gésterme hizlanmistir.
Olay yerinde bulunan kanitlarin belirlenmesinde kullanilan
tekniklerden biri de Taramali Elekton Mikroskobudur (SEM).
Adli 6rneklerin ylizeylerinin tamami SEM cihazindaki electron
demeti ile taranir. Ornek ile etkilesen elektronlar, bilesim ve
ornegin topografisi ile ilgili bilgileri iceren sinyalleri Uretir.
Elektron demetleri tarafindan Uretilen bu farkli sinyaller
dedektorler tarafindan belirlenir. Bu sinyaller elementel
analiz yapma ve bilgisayar ortaminda goriinti olusturmak igin
kullanilir. SEM sistemleri, metallerin, iplerin, tekstil Grlinleri ve
cam malzemeler, balistik gibi ¢esitli adli kanitlarin arastiriimasi
ve analizlerin tamaminda yaygin bir sekilde kullanilirken ve
ayrica kum, camur ve diatom gibi kalintilarin incelenmesi yada
alet izlerinden kaynakli cukur ve ciziklerin belirlenmesi, insan
ve hayvan killarinin, kanlarin siniflandirilmasinda da kullanilir.
Yiksek ¢ozunirlik ve elektronlarin daha derine ulasmasi
ozelligine sahip olan SEM c¢iplak gozle goriilemeyecek bircok
sug olaylarinda mikroskopik kanitlarin gérilmesini saglar.

Anahtar Kelimeler: Adli Bilimler, SEM, Kanitlar.

The Use of Scanning Electron Microscopy (SEM) in
Forensic Sciences
Melek KOC, Ebru OZCAN, Ekin OZCAN, Ulkii AYTEKIN, Nergis
CANTURK
Department of Criminalistic, Forensic Science Institue,
Ankara University, Dikimevi, Ankara, Turkey

As in many fields of science, various investigation and
analysis methods that are developed in the fields of forensic
science have been come up. Therefore, to demonstrate the
relationship between crime and criminals have accelerated.
One of the techniques used in the determination of evidence
that is found crime scene is Scanning Electron Microscopy
(SEM). All of the surface of forensic samples are scanned an
electron beam in SEM device. The electrons interact with
the sample producing signals that contain information on
the sample’s topography and composition. Detectors around
the sample detect the different signals generated by the
electron beam. These signals are used to generate images on
the computer screen and to perform elemental analysis. SEM
systems are commonly used in all-round forensic investigations
and forensic analysis to perform ballistic research on diverse
forensic evidence like fabrics, metals, textile or glass and also
to identify scratches and indents from tool marks, blood,
human and animal hair classification or scrutinizing residues
such as sand, mud and diatoms. SEM which has property of
high resolution and to reach the deeper of electrons provides
the visualization of microscopic evidence lots of criminalistic
cases that cannot be seen with naked eye.

Key words: Forensic Sciences, SEM, Evidences.
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The Genotoxic Effects of Antracol WP 70 Fungicide on the
Allium cepa Chromosome
Topcu Serap’, Cetin (Tan) Sema**, Ergene Aysun**
*Ankara University, Institute of Forensic Sciences,
06100-Cebeci, Ankara, Turkey
** Kirikkale University, Department of Biology,
71450-Yahsihan, Kirikkale, Turkey

Pesticides, on the one hand fight the diseases and pests in
agricultural production, while on the other hand create human
and environmental health problems.

Chromosomal aberrations in the cells caused by fungicide
(pesticides used against fungal diseases) has the cytotoxic
effects on plants can be considered as genetic damage indicator.
Advanced plants are an important test material for genetic
studies to monitor of this damage. Therefore, the Allium Test
is very sensitive and reliable method in monitoring of the
environmental effects on plant experiments. It was detected
that mitosis abnormalities and chromosomal damage in root
growth and root tip meristem cells in studies to determine
toxic and genotoxic effects of pesticides with various plants
and experimental animals.

Inthisstudy, the genotoxiceffects of Antracol WP 70fungicide
on Allium cepa samples and DNA content were investigated.
The seeds of Allium cepa were applied with Anracol 70 Wp
fungicide 600, 1200 and 1800 ppm concentrations for 24 hours.
It was found that all tested concentrations of Antracol WP 70
has a blocking effect on the dividing cells of Allium cepa root
tip, a decrease in the frequency of in the mitotic index and has
resulted chromosomal abnormalities such as anaphase bridge,
micronucleus formation, two core cell, sticky chromosomes,
lagging chromosomes and chromosome fractures.

Concequently, it was observed that all tested concentrations
of Antracol WP 70 has adverse effect on Allium cepa genetically.

Key words: Allium cepa, Antracol WP 70, pesticide,
fungicide, genotoxic effects chromosomal abnormalities,
micronucleus, mitotic index.

Antracol WP 70 Fungusitinin Allium cepa Kromozomlari
Uzerine Genotoksik Etkileri

Topgu Serap’, Cetin (Tan) Sema**, Ergene Aysun**
*Ankara Universitesi, Adli Bilimler Enstitiisii, 06100-Cebeci,
. Ankara, Tiirkiye
** Kirikkale Universitesi, Biyoloji Boliimii, 71450-Yahsihan,
Kirikkale, Tiirkiye

Pestisitler, bir taraftan zararl ve hastaliklarla miicadele
ederek tarimda Uretimi arttirirken, diger taraftan insan ve
cevre sagligi problemleri yaratmaktadir.

Bitkiler Uzerinde sitotoksik etkileri olan fungusitlerin
(mantar hastaliklarina karsi kullanilan pestisitler) hucrelerde
neden oldugu kromozomal sapmalar, genetik hasarin
gostergesi olarak kabul edilebilir. lleri bitkiler bu hasarin
izlenmesinde genetik c¢alismalar igin ©6nemli bir test
materyalidir. Bu nedenle Allium testi bitki deneylerinde
cevresel etkilerin izlenmesinde ¢ok hassas ve gilivenilir bir
metoddur. Pestisitlerin olasi toksik ve genotoksik etkilerini
saptamak icin cesitli bitki ve deney hayvanlarinda yapilan
calismalarda, kok blylimesinde ve kdk ucu meristem
hiicrelerinde mitoz anormallikleri ve kromozomal hasarlar
tespit edilmistir.

Bu calismada, Antracol WP 70 fungusitinin Allium
cepa Ornekleri ve DNA igerigi Uzerine genotoksik etkileri
arastirllmistir. Anracol Wp 70 fungusitinin 600, 1200 ve
1800 ppm konsantrasyonlari, 24 saat boyunca Allium cepa
tohumlarina uygulanmistir. Antracol’ in denenen tim
konsantrasyonlari, Allium cepa kdk ucu bolinen hiicreleri
Gizerine engelleyici bir etkide bulunmus ve mitotik indeks
sikliginda bir azalmaya ve anafazda koprii, mikronikleus
olusumu, iki c¢ekirdekli hiicre, vyapiskan kromozom,
geciken kromozom ve kromozom kiriklari gibi kromozom
anormalliklerinin olusmasina sebep olmustur.

Sonuglar dikkate alindiginda, kullanilan fungusitin
denenen tim konsantrasyonlarinin genetik agidan Allium
cepa Uzerinde olumsuz etkilere yol agtigi gézlenmistir.

Anahtar kelimeler: Allium cepa, Antracol WP 70,
pestisit, fungusit, genotoksik etki, kromozomal hasarlar,
mikrontkleus, mitotik indeks.
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Kronik Otit Hastaliginda Nitrik Oksit Sentaz Glu298Asp Gen
Polimorfizminin Belirlenmesi

Cengiz Cevik?, Miizeyyen izmirli2?, Hasret Ecevit?, Sait
Colak?, Recep Dokuyucu?, Bilent Gégebakan??

. Mustafa Kemal Universitesi, Tip Fakiiltesi, Kulak Burun
Bogaz Anabilim Dali, Hatay, Tiirkiye
2 Mustafa Kemal Universitesi, Tip Fakiiltesi, Molekuler
Biyokimya ve Genetik Anabilim Dali, Hatay, Tirkiye
3-Mustafa Kemal Universitesi, Tip Fakiiltesi, Tibbi Biyoloji
Anabilim Dali, Hatay, Tiirkiye

OZET

_ Otitismedia(OM), viralistsolunumyoluenfeksiyonlarindan
(USYE) sonra en sik gorulen orta kulak iltihabidir. Kronik otit
insidansi diinyada genelde %4,76, bes yasin altindakilerde
ise %22,6 olarak bildirilmistir. Hastaligin etiyolojisi tam olarak
aydinlatilamamistir. Literatlrde cesitli kulak patolojileri ile
NO arasindaki iliskiyi arastiran galismalar mevcut olup bu
calismalarda isitme kaybi etiyolojisinde NO’nun onemli rol
oynadigi bildirilmistir. Ancak, hastalik ve NO arasindaki iliskiyi
eNOS polimorfizmi agisindan degerlendiren galisma mevcut
degildir. Bu ylzden, ¢alismamizda kronik otit teshisi konmus
hastalarda eNOS Glu298Asp polimorfizminin hastaliga
yatkinligi ile arasindaki iliskiyi aragtirmayr amagladik.

Calisma Mustafa Kemal Universitesi Tayfur Ata S6kmen Tip
Fakultesi Kulak Burun Bogaz Poliklinigi’'ne basvuran 80 hasta
ile yas ve cinsiyet agisindan uyumlu 121 saglikl birey Gzerinde
gerceklestirildi. Ilk olarak calismaya katilan bireylerden 3 ml
vendz kan hemogram tiplerinde toplandi ve toplanan kan
drneklerinden DNA izole edildi. ilgili polimorfizmin bulundugu
bolge Polimeraz Zincir Reaksiyonu (PCR) ile ¢ogaltildiktan
sonra, uygun restriksiyon enzimi araciligiyla, Restriksiyon
Parca Uzunluk Polimorfizmi (RFLP) yontemi ile kesildi. Daha
sonra Poliakrilamid Jel Elektroforezi teknigi ile jel Gzerindeki
bantlar goriintilenerek yorumlandi.

Yapilan genetik analiz sonucunda hasta ve kontrol grubu,
eNOS geni Glu298Asp polimorfizmi agisindan GG, GT, TT
genotipleri olarak degerlendirilmistir. TT ve GG genotipleri
kiyaslandiginda istatistiksel olarak anlamli sonug bulunmustur
(p=0,02 OR: 0,2885 %95 Cl: 0,1014-0,8205).

Sonug olarak, eNOS GIu298Asp polimorfizmi kronik otit
hastaliginda etkin bir faktordir. G allelini tasimanin kronik otit
gelisimine yatkinliga neden oldugu tespit edilmistir.

Determination of Nitric Oxide Synthase Gene Polymorphisms
in Chronic Otitis Glu298Asp Disease

Cengiz Gevik!, Miizeyyen izmirli*3, Hasret Ecevit?, Sait Colak?,
Recep Dokuyucu?, Biilent Gogebakan??

- Mustafa Kemal Universitesi, Tip Fakiiltesi, Kulak Burun
Bogaz Anabilim Dali, Hatay, Tiirkiye
2 Mustafa Kemal Universitesi, Tip Fakiiltesi, Molekiiler
Biyokimya ve Genetik Anabilim Dali, Hatay, Tiirkiye
3-Mustafa Kemal Universitesi, Tip Fakiiltesi, Tibbi Biyoloji
Anabilim Dali, Hatay, Tirkiye

ABSTRACT

Otitis media (OM), is the most prevalent disease after upper
respiratory tract infections. Chronic otitis media incidence rate
is 4.76%, with 22.6% of cases occurring annually under the age
of five years. The etiology of this common disease remains
unclear. There are studies about the effect of NO which play
an important role on the ear pathologies including the etiology
of hear loss. However, there is no study about the relationship
between the disease and eNOS Glu298Asp polymorphism. So,
we aimed to assess the relationship between the susceptibility
of chronic otitis media and eNOS Glu298Asp polymorphism.

The study was performed on 80 patients suffering from
chronic otitis media and 121 healthy controls that are match
and who consulted to Mustafa Kemal University, Medical
School, Dept. of Otolaryngology. First of all, 3ml venous
blood was taken from individuals participated to study. DNA
isolation was performed from the blood samples that are
taken in hemogram tubes. After reproducing the region about
relevant polymorphism by Polymerase Chain Reaction (PCR),
it was cut by Restriction Fragment Length Polymorphism
(RFLP) with suitable enzyme and viewed by Polyacrylamide gel
electrophoresis (PAGE).

The result of study between patients and controls was
assessed as GG, GT, TT genotypes based on eNOS Glu298Asp
polymorphism. When the TT and GG genotypes compared
each other there was statistically significant result (p=0,02 OR:
0,2885 %95 Cl: 0,1014-0,8205).

As a result, GIu298Asp eNOS polymorphism is an important
factor in chronic otitis media diseases. The inclusion of the G
allele was identified as predisposing to the development of
otitis media.
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IMPORTANCE OF TEETH MORPHOLOGY IN IDENTIFICATION
_ CASES
Ayse Isil DEMIR - llgin Cansu KAMAY

ABSTRACT

Identification is a very important step for enlightening
the forensic cases. The background of identification process
by using teeth depends on the variations of the teeth
morphology; this is both about teeth positions on the jaws
and about the each teeth morphology which are different
from another. Some of the teeth shows shape and size
variations that can be changed from one society to another
or even from one gender to the other one. Pathological and
physiological variations and experienced dental treatments
are various for one person to another. There are 32 teeth at
human’s jaws and each teeth are formed by five surfaces.
The morphology of these surfaces and roots are not the
same for every people, like fingerprints, and a person who
is educated about dentistry can easily distinguish these
differences. So many variations which are exist together like
this, is certainly helps distinguishing one person from the
other. Teeth morphology, which provides these information,
also are not affected by the negative conditions such as high
temperatures or staying subsoiled for a long time. Positions
of teeth on the jaw bones may include rotations or deviations
and this is important for matching up the bitemarks with the
people who are under suspicion. Racial (which is named as
“biological differences” now) teeth variations (existance of
Carabelli tuberculum, shovel shaped laterals, existence of
extra tuberculum at the first lower molar teeth) are useful
for the determination of the person is a member of which
society, and this is also important in the identification
process. Morphology and size of the canine tooth is one
of the criterias which are used for finding out the gender.
In addition, teeth may show changes as a result of some
professions and evaluating them is valuable for identification
and necessary for enlightening the forensic cases.
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KiMLIKLENDIRMEDE Di$ MORFOLOJILERININ ONEMI

Ayse Isil DEMIR — llgin Cansu KAMAY

OZET

Kimlik tespiti adli olaylarin aydinlatiilmasinda ¢ok 6énemli
bir basamaktir. Dislerden kimliklendirme g¢alismalarinin
temelinde; her bireyin dis morfolojisinin hem genel dis
dizilimi olarak hem de her bir dis bazinda farkl olmasi yatar.
Bazi diglerin morfolojileri ve blyikliikleri hem toplumlar arasi
hem de cinsiyetler arasi farkliliklar gosterir. Dislerde mevcut
olan patolojik ve fizyolojik varyasyonlar, bireyin tecriibe
ettigi dental tedaviler bireyden bireye farklidir. Insanda
32 adet dis bulunur ve her diste bes adet yiizey vardir. Bu
ylzeylerin ve dis koklerinin morfolojik yapilari hicbir bireyde
ayni degildir, parmak izleri nasil bireyden bireye farkl ise
dis morfolojileri ve dizilimleri de oOyledir ve dis hekimligi
egitimi almis bir kisi bu farkliliklari kolayca belirleyebilir. Bu
kadar farkliigin bir arada bulunmasi suphesiz bir bireyin
diger bireyden ayirt edilmesinde 6énemli rol oynar. Bu ayirt
ettirici farkhliklari saglayan disler ¢ok yiksek sicakliklarda ya
da ¢ok uzun yillar toprak altinda kalsalar bile morfolojileri bu
olumsuz sartlardan etkilenmez. Bireylerin dis dizilimlerinin
farkl olmasi (rotasyonlar ve sapmalar) isirik izlerinin stipheli
bireylerle eslestirilmesi agisindan da énemlidir. Glinimizde
“biyolojik farklilik” olarak adlandirilan irklara o6zgu dis
morfolojileri (Carabelli tiberkilinin varhigl, kiirek bigimli
lateral yan keser digler, alt birinci bliyUk azi dislerinle fazladan
tuberkil varhgr gibi) bireyin hangi toplumdan oldugunun
belirlenmesinde, bu da kimliklendirme c¢alismalarinda
onemlidir. Koépek dislerinin morfoloji ve hacmi cinsiyet
ayriminda kullanilabilecek kriterlerdendir. Ayrica dislerde
bireyin meslegine bagh degisimler gorilebilir ve bunlarin
tanimlanmasi  kimliklendirmede 6nemli oldugundan adli
olayin aydinlatilmasi acgisindan da son derece degerlidir.
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OZET

Son yillarda 6lim zamani ve 6lim nedeni hakkinda
herhangi bir delil bulunmayan cesetlerin sayisi artmaktadir.
Bu sekilde cesetler bulundugunda, ilk soru ne zaman, nerede
ve nasil 6ldaglidir. Ceset lizerinde ve cevresinde tespit edilen
boceklere gore bu sorulara cevap bulmak mumkindar.
Adli olaylarin aydinlatilmasinda kullanilan bdéceklere Adli
Bocekler denir. Adli bocek gruplarinin tespiti ile ilgili yapilan
calismalar, calismanin yapildigi habitat tipine gore farkhlik
gostermektedir. Diinyada adli 6neme sahip boceklerin
belirlenmesi ile ilgili karasal alanda yapilan ¢alismalar oldukca
fazla olmasina ragmen sucul alanda yapilan ¢alismalar azdr.
Ulkemizde ise adli dneme sahip sucul boceklerin belirlenmesi
ile ilgili glinimize kadar herhangi bir calisma yapilmamistir.
Bu calismanin amaci Sucul Adli Entomoloji hakkinda bilgi
vermektir.

Aquatic Forensic Entomology

Dilek Karatasl, Mustafa Cemal Darilmaz1l
1 Aksaray University, Science and Literature Faculty, Depart-
ment of Biology, Aksaray, Turkey
Corresponding author e-mail: dilekeroll@gmail.com

SUMMARY

The number of corpses without any evidence about the
time of death and cause of death has been increasing in recent
years. When the bodies were found in this way, when the first
question is, where and how they died. According to the insect
was discovered on the body and around it is possible to find
answers to these questions. Used to illuminate the insects of
forensic cases referred Forensic Insects. The studies related
to the detection of forensic insect groups varies according to
habitat type of study. Although studies in areas related to the
identification of terrestrial insects have legal significance in
the world quite a lot less work done in the aquatic field. In
Turkey there is not any work related to the present day have
legal importance is the identification of aquatic insects. The
purpose of this study is to provide information about the
aquatic Forensic Entomology.
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SINGLE NUCLEOTIDE POLYMORPHISMS and ALOPECIA: a phenotype used in identification

Zeliha KAYAALTI, Dilek KAYA AKYUZLU, Serpil KIRMIZI
Ankara University, Institute of Forensic Sciences, Ankara, Tiirkiye

Predicting phenotypes of externally visible characteristics from DNA genotypes, also referred to as “Forensic DNA
Phenotyping”, is a new field in forensic sciences to find persons completely unknown from crime scene materials. Like variations
in hair, skin and eye color, alopecia is a visible and differentiating human trait and, thus, can be used in forensic DNA phenotyping.

Alopecia, a highly inheritable trait, is thinning or progressive loss of hair from scalp in humans. Androgenetic alopecia (AA),
the most common form of alopecia, is a androgen dependent condition and can cause hair loss as early as adolescence. AA
is a polygenic disorder and several susceptibility genes have been identified as being involved in its development. According
to genome-wide association studies, single-nucleotide polymorphisms (SNPs) of these genes are associated with AA. SNPs are
one the way in determining the inter-individual variations. SRD5A2 and ArStu are the most studied polymorphisms associated
with AA in literature. However, it is important to study the frequencies of these polymorphisms in our population since
polymorphisms can exhibit ethnic variation. Predicting alopecia from these polymorphic regions could be useful in eliminating
suspects in forensic cases consist of many suspects or deaths.

Key words: Alopecia, single-nucleotide polymorphisms, forensic DNA phenotyping, forensic sciences.
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immunohistokimyasal Metod ile Alzheimer Hastalar
Beyin Dokularinda HIF-1, TSP-1, ADAMTS1 ve ADAMTS8
Ekspresyonlarinin Incelenmesi: Preliminer Otopsi Calismasi
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OZET

Alzheimer Hastahgr (AH) vyash popillasyonu
etkileyen progresif noérodejeneratif bir hastalkdr.
Metalloproteinazlardan ADAMTS (a disintegrin and
metalloproteinase with thrombospondin type 1- like
motifs) ailesi AH gibi santral sinir sistemi hastaliklarinin
proteolizisine katkida bulunan 6nemli adaylardan
biridir. ADAMTS genleri, Grlnleri, HIF-1 ve TSP-1'in
Alzheimer Hastaligi patofizyolojisindeki Onemi son
yapilan calismalarda vurgulanmaktadir. Bundan dolayi
bu calismanin amaci Alzheimer Hastalarinda HIF-1, TSP-
1, ADAMTS1 ve 8 ekspresyonlarinin degisiklik, 6zellik,
dagilim ve immuinreaktivitelerini tanimlamakdtr.

Bursa Adli Tip Kurumu Morg lhtisas Dairesi'nde
2013 yih icinde otopsi yapilan 9 vaka secildi. Tim
vakalar oldiikten sonra 8 saat icinde otopsi yapiimak
Uzere Kurumumuza gonderildi. Olim nedeni tespiti
icin otopside histopatolojik inceleme yapilmak Uzere
ic organlardan numuneler alindi. 2 vaka Alzheimer
Hastaligi tanisi almisti. Primer ve sekonder antikorlar
kullanilarak immunohistokimyasal boyama yapildi.
Tum gorintiler Olympus Bx53 mikroskopu ile x200
blylutmede semi-kantitatif skorlama sistemi kullanilarak
boyanma yogunluk/dagilimlarina goére degerlendirildi.
Bizim bu ¢alismamizda ADAMTS1 ve 8 ekspresyonunun
Alzheimer Hastalari igin spesifik olmadigi goruldi. HIF-1
ekspresyonu vaka 3 hari¢ tiim vakalarda tespit edildi.

Alzheimer  Hastaligi  lizerine  trankripsiyonel
faktorlerin etkisi, ekstraselliler matriks proteinleri
ve metalloproteinazlarin tim yonleriyle kesin veri
saglamasi ve anlasiimasi icin diger metalloproteinazlar
ve molekiler/enzimlerle iliskili daha ileri calismalara
ihtiyag vardir.

Investigation of HIF, TSP-1, ADAMTS 1 and ADAMTS 8
Expressions in Brains from Alzheimer’s disease Patients by
Immunohistochemical Method: A Preliminary Autopsy Study
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Biilent Eren? , Kadir Demircan 3, Murat Serdar Giirses?,
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ABSTRACT

Alzheimer’s disease (AD) is a progressive neurodegenerative
disease affecting the elderly population. ADAMTS (a
disintegrin and metalloproteinase with thrombospondin type
1- like motifs) families of metalloproteinases are important
applicants for contributing to proteolysis in central nervous
system disorders such as AD. Recent studies performed in
AD highlight the pathophysiological relevance of a disintegrin
and metalloproteinase thrombospondin motifs (ADAMTS)
genes, their products, Hypoxia inducible factor-1 (HIF-1), and
Thrombospondin-1 (TSP-1). Thus, the purpose of this study
was to describe and identify the distribution, characteristics,
and any changes in the expression, immunoreactivity, for HIF-
1, TSP-1, ADAMTS], and 8 proteins in AD brain.

Nine cases that were autopsied in the Council of Forensic
Medicine, Bursa Morgue Department in 2013, were selected.
All of the cases were sent for autopsy to our institution within 8
hours after death. At autopsy, tissue samples were obtained for
histopathological examination of organs for determining the
cause of death. Out of theses, two cases were diagnosed with
AD. Immunohistochemical staining was performed on the brain
slides by using relevant primary and secondary antibodies. All
images were acquired using a x200 objective and a microscope
(Olympus Bx53) and evaluated by the staining intensity/
extensity using a semi-quantitative scoring system.

Our study suggests that ADAMTS-1 and ADAMTS-8
expressions are not specific for Alzheimer’s disease and
HIF-1 expression was detected all cases apart from case 3.
To understand and provide definitive data on all aspects
of metalloproteinase, extracellular matrix proteins, and
transcriptional factor effects to Alzheimer disease, further
studies are needed in which other metalloproteinases and
related molecules/enzymes will be studied.
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